UniprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi p!
ID name sites reticulum |apparatus m
Q8WXEO |CSKI2_HUMAN [Homo Caskin-(35.537861 S1106 [T253;S358;S393;S396;S403;S406;S (32574038;31492838;35132862;300 |MGREQDLILAVKNGDVTGVQKLVAK |None None None [None |None None None N

sapiens

2

409;5471;S725;S858;S877;S878;S8
92

59200;29237092

VKATKTKLLGSTKRLNVNYQDADGF
SALHHAALGGSLELIALLLEAQATVD
IKDSNGMRPLHYAAWQGRLEPVRLL
LRASAAVNAASLDGQIPLHLAAQYG
HYEVSEMLLQHQSNPCLVNKAKKT
PLDLACEFGRLKVAQLLLNSHLCVA
LLEGEAKDPCDPNYTTPLHLAAKNG
HREVIRQLLRAGIEINRQTKTGTALH
EAALYGKTEVVRLLLEGGVDVNIRN
TYNQTALDIVNQFTTSQASREIKQLL
REASGILKVRALKDFWNLHDPTALN
'VRAGDVITVLEQHPDGRWKGHIHES
QRGTDRIGYFPPGIVEVVSKRVGIPA
ARLPSAPTPLRPGFSRTPQPPAEEPP
HPLTYSQLPRVGLSPDSPAGDRNSV
GSEGSVGSIRSAGSGQSSEGTNGHG
PGLLIENAQPLPSAGEDQVLPGLHPP
SLADNLSHRPLANCRSGEQIFTQDV
RPEQLLEGKDAQAIHNWLSEFQLEG
YTAHFLQAGYDVPTISRMTPEDLTAI
GVTKPGHRKKIASEIAQLSIAEWLPS
YIPTDLLEWLCALGLPQYHKQLVSSG
YDSMGLVADLTWEELQEIGVNKLG
HQKKLMLGVKRLAELRRGLLQGEAL
SEGGRRLAKGPELMAIEGLENGEGP
ATAGPRLLTFQGSELSPELQAAMAG
GGPEPLPLPPARSPSQESIGARSRGS
GHSQEQPAPQPSGGDPSPPQERNLP
EGTERPPKLCSSLPGQGPPPYVFMY
PQGSPSSPAPGPPPGAPWAFSYLAGP
PATPPDPPRPKRRSHSLSRPGPTEGD
IAEGEAEGPVGSTLGSYATLTRRPGRS
IALVRTSPSVTPTPARGTPRSQSFALR
ARRKGPPPPPPKRLSSVSGPSPEPPP
LDESPGPKEGATGPRRRTLSEPAGPS
EPPGPPAPAGPASDTEEEEPGPEGTP
PSRGSSGEGLPFAEEGNLTIKQRPKP
AGPPPRETPVPPGLDFNLTESDTVKR
RPKCREREPLQTALLAFGVASATPGP
AAPLPSPTPGESPPASSLPQPEPSSLP
AQGVPTPLAPSPAMQPPVPPCPGPG
LESSAASRWNGETEPPAAPAALLKV
PGAGTAPKPVSVACTQLAFSGPKLAP
RLGPRPVPPPRPESTGTVGPGQAQQ
RLEQTSSSLAAALRAAEKSIGTKEQE
GTPSASTKHILDDISTMFDALADQLD
AMLD




