
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q8WXE9 STON2_HUMAN Homo
sapiens

Stonin-
2

22.903221 T109;S113;T114;S115 T255;S281;S287;S302;S762 38253038 MTTLDHVIATHQSEWVSFNEEPPFP
AHSQGGTEEHLPGLSSSPDQSESSS
GENHVVDGGSQDHSHSEQDDSSEK
MGLISEAASPPGSPEQPPPDLASAIS
NWVQFEDDTPWASTSPPHQETAET
ALPLTMPCWTCPSFDSLGRCPLTSE
SSWTTHSEDTSSPSFGCSYTDLQLIN
AEEQTSGQASGADSTDNSSSLQEDE
EVEMEAISWQASSPAMNGHPAPPV
TSARFPSWVTFDDNEVSCPLPPVTS
PLKPNTPPSASVIPDVPYNSMGSFKK
RDRPKSTLMNFSKVQKLDISSLNRT
PSVTEASPWRATNPFLNETLQDVQP
SPINPFSAFFEEQERRSQNSSISSTT
GKSQRDSLIVIYQDAISFDDSSKTQS
HSDAVEKLKQLQIDDPDHFGSATLP
DDDPVAWIELDAHPPGSARSQPRDG
WPMMLRIPEKKNIMSSRHWGPIFV
KLTDTGYLQLYYEQGLEKPFREFKLE
ICHEISEPRLQNYDENGRIHSLRIDR
VTYKEKKKYQPKPAVAHTAEREQVIK
LGTTNYDDFLSFIHAVQDRLMDLPV
LSMDLSTVGLNYLEEEITVDVRDEFS
GIVSKGDNQILQHHVLTRIHILSFLS
GLAECRLGLNDILVKGNEIVLRQDIM
PTTTTKWIKLHECRFHGCVDEDVFH
NSRVILFNPLDACRFELMRFRTVFA
EKTLPFTLRTATSVNGAEVEVQSWL
RMSTGFSANRDPLTQVPCENVMIRY
PVPSEWVKNFRRESVLGEKSLKAKV
NRGASFGSTSVSGSEPVMRVTLGTA
KYEHAFNSIVWRINRLPDKNSASGH
PHCFFCHLELGSDREVPSRFANHVN
VEFSMPTTSASKASVRSISVEDKTDV
RKWVNYSAHYSYQVALGSIWLMLPT
PFVHPTTLPLLFLLAMLTMFAW

True False 4.767 4.486 0.984 0.923 0.95 3.675 1.167


