
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

Q8WXG9 AGRV1_HUMAN Homo
sapiens

Adhesion
G-
protein
coupled
receptor
V1

29.387686 S2054;T2057;S2327;T2331 NaN 35008409;38253038;29351928 MSVFLGPGMPSASLLVNLLSALLILF
VFGETEIRFTGQTEFVVNETSTTVIR
LIIERIGEPANVTAIVSLYGEDAGDFF
DTYAAAFIPAGETNRTVYIAVCDDDL
PEPDETFIFHLTLQKPSANVKLGWP
RTVTVTILSNDNAFGIISFNMLPSIAV
SEPKGRNESMPLTLIREKGTYGMVM
VTFEVEGGPNPPDEDLSPVKGNITFP
PGRATVIYNLTVLDDEVPENDEIFLI
QLKSVEGGAEINTSRNSIEIIIKKNDS
PVRFLQSIYLVPEEDHILIIPVVRGKD
NNGNLIGSDEYEVSISYAVTTGNSTA
HAQQNLDFIDLQPNTTVVFPPFIHES
HLKFQIVDDTIPEIAESFHIMLLKDTL
QGDAVLISPSVVQVTIKPNDKPYGVL
SFNSVLFERTVIIDEDRISRYEEITVV
RNGGTHGNVSANWVLTRNSTDPSP
VTADIRPSSGVLHFAQGQMLATIPLT
VVDDDLPEEAEAYLLQILPHTIRGGA
EVSEPAELLFYIQDSDDVYGLITFFP
MENQKIESSPGERYLSLSFTRLGGT
KGDVRLLYSVLYIPAGAVDPLQAKEG
ILNISRRNDLIFPEQKTQVTTKLPIRN
DAFLQNGAHFLVQLETVELLNIIPLI
PPISPRFGEICNISLLVTPAIANGEIGF
LSNLPIILHEPEDFAAEVVYIPLHRDG
TDGQATVYWSLKPSGFNSKAVTPDD
IGPFNGSVLFLSGQSDTTINITIKGDD
IPEMNETVTLSLDRVNVENQVLKSG
YTSRDLIILENDDPGGVFEFSPASRG
PYVIKEGESVELHIIRSRGSLVKQFL
HYRVEPRDSNEFYGNTGVLEFKPGE
REIVITLLARLDGIPELDEHYWVVLS
SHGERESKLGSATIVNITILKNDDPH
GIIEFVSDGLIVMINESKGDAIYSAVY
DVVRNRGNFGDVSVSWVVSPDFTQ
DVFPVQGTVVFGDQEFSKNITIYSLP
DEIPEEMEEFTVILLNGTGGAKVGN
RTTATLRIRRNDDPIYFAEPRVVRVQ
EGETANFTVLRNGSVDVTCMVQYAT
KDGKATARERDFIPVEKGETLIFEVG
SRQQSISIFVNEDGIPETDEPFYIILL
NSTGDTVVYQYGVATVIIEANDDPN
GIFSLEPIDKAVEEGKTNAFWILRHR
GYFGSVSVSWQLFQNDSALQPGQE
FYETSGTVNFMDGEEAKPIILHAFPD
KIPEFNEFYFLKLVNISGGSPGPGGQ
LAETNLQVTVMVPFNDDPFGVFILD
PECLEREVAEDVLSEDDMSYITNFTI
LRQQGVFGDVQLGWEILSSEFPAGL
PPMIDFLLVGIFPTTVHLQQHMRRH
HSGTDALYFTGLEGAFGTVNPKYHP
SRNNTIANFTFSAWVMPNANTNGFI
IAKDDGNGSIYYGVKIQTNESHVTLS
LHYKTLGSNATYIAKTTVMKYLEESV
WLHLLIILEDGIIEFYLDGNAMPRGI
KSLKGEAITDGPGILRIGAGINGNDR
FTGLMQDVRSYERKLTLEEIYELHA
MPAKSDLHPISGYLEFRQGETNKSFI
ISARDDNDEEGEELFILKLVSVYGGA
RISEENTTARLTIQKSDNANGLFGFT
GACIPEIAEEGSTISCVVERTRGALDY
VHVFYTISQIETDGINYLVDDFANAS
GTITFLPWQRSEVLNIYVLDDDIPEL
NEYFRVTLVSAIPGDGKLGSTPTSGA
SIDPEKETTDITIKASDHPYGLLQFST
GLPPQPKDAMTLPASSVPHITVEEED
GEIRLLVIRAQGLLGRVTAEFRTVSL
TAFSPEDYQNVAGTLEFQPGERYKYI
FINITDNSIPELEKSFKVELLNLEGG
VAELFRVDGSGSGDGDMEFFLPTIH
KRASLGVASQILVTIAASDHAHGVFE
FSPESLFVSGTEPEDGYSTVTLNVIR
HHGTLSPVTLHWNIDSDPDGDLAFT
SGNITFEIGQTSANITVEILPDEDPEL
DKAFSVSVLSVSSGSLGAHINATLTV
LASDDPYGIFIFSEKNRPVKVEEATQ
NITLSIIRLKGLMGKVLVSYATLDDM
EKPPYFPPNLARATQGRDYIPASGFA
LFGANQSEATIAISILDDDEPERSESV

False True 1.302 1.696 1.469 1.152 0.697 4.726



0

FIELLNSTLVAKVQSRSIPNSPRLGP
KVETIAQLIIIANDDAFGTLQLSAPIV
RVAENHVGPIINVTRTGGAFADVSVK
FKAVPITAIAGEDYSIASSDVVLLEGE
TSKAVPIYVINDIYPELEESFLVQLM
NETTGGARLGALTEAVIIIEASDDPY
GLFGFQITKLIVEEPEFNSVKVNLPII
RNSGTLGNVTVQWVATINGQLATGD
LRVVSGNVTFAPGETIQTLLLEVLAD
DVPEIEEVIQVQLTDASGGGTIGLDRI
ANIIIPANDDPYGTVAFAQMVYRVQE
PLERSSCANITVRRSGGHFGRLLLFY
STSDIDVVALAMEEGQDLLSYYESPI
QGVPDPLWRTWMNVSAVGEPLYTC
ATLCLKEQACSAFSFFSASEGPQCF
WMTSWISPAVNNSDFWTYRKNMTR
VASLFSGQAVAGSDYEPVTRQWAIM
QEGDEFANLTVSILPDDFPEMDESF
LISLLEVHLMNISASLKNQPTIGQPN
ISTVVIALNGDAFGVFVIYNISPNTSE
DGLFVEVQEQPQTLVELMIHRTGGS
LGQVAVEWRVVGGTATEGLDFIGAG
EILTFAEGETKKTVILTILDDSEPEDD
ESIIVSLVYTEGGSRILPSSDTVRVNI
LANDNVAGIVSFQTASRSVIGHEGEI
LQFHVIRTFPGRGNVTVNWKIIGQN
LELNFANFSGQLFFPEGSLNTTLFV
HLLDDNIPEEKEVYQVILYDVRTQGV
PPAGIALLDAQGYAAVLTVEASDEPH
GVLNFALSSRFVLLQEANITIQLFIN
REFGSLGAINVTYTTVPGMLSLKNQ
TVGNLAEPEVDFVPIIGFLILEEGETA
AAINITILEDDVPELEEYFLVNLTYVG
LTMAASTSFPPRLDSEGLTAQVIIDA
NDGARGVIEWQQSRFEVNETHGSL
TLVAQRSREPLGHVSLFVYAQNLEA
QVGLDYIFTPMILHFADGERYKNVNI
MILDDDIPEGDEKFQLILTNPSPGLE
LGKNTIALIIVLANDDGPGVLSFNNS
EHFFLREPTALYVQESVAVLYIVREP
AQGLFGTVTVQFIVTEVNSSNESKD
LTPSKGYIVLEEGVRFKALQISAILDT
EPEMDEYFVCTLFNPTGGARLGVHV
QTLITVLQNQAPLGLFSISAVENRAT
SIDIEEANRTVYLNVSRTNGIDLAVS
VQWETVSETAFGMRGMDVVFSVFQ
SFLDESASGWCFFTLENLIYGIMLRK
SSVTVYRWQGIFIPVEDLNIENPKTC
EAFNIGFSPYFVITHEERNEEKPSLN
SVFTFTSGFKLFLVQTIIILESSQVRY
FTSDSQDYLIIASQRDDSELTQVFRW
NGGSFVLHQKLPVRGVLTVALFNKG
GSVFLAISQANARLNSLLFRWSGSG
FINFQEVPVSGTTEVEALSSANDIYLI
FAENVFLGDQNSIDIFIWEMGQSSF
RYFQSVDFAAVNRIHSFTPASGIAHI
LLIGQDMSALYCWNSERNQFSFVLE
VPSAYDVASVTVKSLNSSKNLIALVG
AHSHIYELAYISSHSDFIPSSGELIFE
PGEREATIAVNILDDTVPEKEESFKV
QLKNPKGGAEIGINDSVTITILSNDD
AYGIVAFAQNSLYKQVEEMEQDSLV
TLNVERLKGTYGRITIAWEADGSISDI
FPTSGVILFTEGQVLSTITLTILADNIP
ELSEVVIVTLTRITTEGVEDSYKGATI
DQDRSKSVITTLPNDSPFGLVGWRA
ASVFIRVAEPKENTTTLQLQIARDKG
LLGDIAIHLRAQPNFLLHVDNQATE
NEDYVLQETIIIMKENIKEAHAEVSIL
PDDLPELEEGFIVTITEVNLVNSDFS
TGQPSVRRPGMEIAEIMIEENDDPR
GIFMFHVTRGAGEVITAYEVPPPLNV
LQVPVVRLAGSFGAVNVYWKASPDS
AGLEDFKPSHGILEFADKQVTAMIEI
TIIDDAEFELTETFNISLISVAGGGRL
GDDVVVTVVIPQNDSPFGVFGFEEK
TVMIDESLSSDDPDSYVTLTVVRSPG
GKGTVRLEWTIDEKAKHNLSPLNGT
LHFDETESQKTIVLHTLQDTVLEEDR
RFTIQLISIDEVEISPVKGSASIIIRGD
KRASGEVGIAPSSRHILIGEPSAKYN
GTAIISLVRGPGILGEVTVFWRIFPPS
VGEFAETSGKLTMRDEQSAVIVVIQA



LNDDIPEEKSFYEFQLTAVSEGGVLS
ESSSTANITVVASDSPYGRFAFSHEQ
LRVSEAQRVNITIIRSSGDFGHVRLW
YKTMSGTAEAGLDFVPAAGELLFEA
GEMRKSLHVEILDDDYPEGPEEFSL
TITKVELQGRGYDFTIQENGLQIDQP
PEIGNISIVRIIIMKNDNAEGIIEFDPK
YTAFEVEEDVGLIMIPVVRLHGTYGY
VTADFISQSSSASPGGVDYILHGSTV
TFQHGQNLSFINISIIDDNESEFEEPI
EILLTGATGGAVLGRHLVSRIIIAKSD
SPFGVIRFLNQSKISIANPNSTMILSL
VLERTGGLLGEIQVNWETVGPNSQE
ALLPQNRDIADPVSGLFYFGEGEGG
VRTIILTIYPHEEIEVEETFIIKLHLVK
GEAKLDSRAKDVTLTIQEFGDPNGV
VQFAPETLSKKTYSEPLALEGPLLITF
FVRRVKGTFGEIMVYWELSSEFDITE
DFLSTSGFFTIADGESEASFDVHLLP
DEVPEIEEDYVIQLVSVEGGAELDLE
KSITWFSVYANDDPHGVFALYSDRQ
SILIGQNLIRSIQINITRLAGTFGDVAV
GLRISSDHKEQPIVTENAERQLVVKD
GATYKVDVVPIKNQVFLSLGSNFTLQ
LVTVMLVGGRFYGMPTILQEAKSAV
LPVSEKAANSQVGFESTAFQLMNIT
AGTSHVMISRRGTYGALSVAWTTGY
APGLEIPEFIVVGNMTPTLGSLSFSH
GEQRKGVFLWTFPSPGWPEAFVLHL
SGVQSSAPGGAQLRSGFIVAEIEPMG
VFQFSTSSRNIIVSEDTQMIRLHVQR
LFGFHSDLIKVSYQTTAGSAKPLEDF
EPVQNGELFFQKFQTEVDFEITIIND
QLSEIEEFFYINLTSVEIRGLQKFDV
NWSPRLNLDFSVAVITILDNDDLAG
MDISFPETTVAVAVDTTLIPVETESTT
YLSTSKTTTILQPTNVVAIVTEATGVS
AIPEKLVTLHGTPAVSEKPDVATVTA
NVSIHGTFSLGPSIVYIEEEMKNGTF
NTAEVLIRRTGGFTGNVSITVKTFGE
RCAQMEPNALPFRGIYGISNLTWAV
EEEDFEEQTLTLIFLDGERERKVSVQ
ILDDDEPEGQEFFYVFLTNPQGGAQI
VEEKDDTGFAAFAMVIITGSDLHNGI
IGFSEESQSGLELREGAVMRRLHLIV
TRQPNRAFEDVKVFWRVTLNKTVVV
LQKDGVNLVEELQSVSGTTTCTMGQ
TKCFISIELKPEKVPQVEVYFFVELYE
ATAGAAINNSARFAQIKILESDESQS
LVYFSVGSRLAVAHKKATLISLQVAR
DSGTGLMMSVNFSTQELRSAETIGR
TIISPAISGKDFVITEGTLVFEPGQRS
TVLDVILTPETGSLNSFPKRFQIVLFD
PKGGARIDKVYGTANITLVSDADSQA
IWGLADQLHQPVNDDILNRVLHTIS
MKVATENTDEQLSAMMHLIEKITTE
GKIQAFSVASRTLFYEILCSLINPKRK
DTRGFSHFAEVTENFAFSLLTNVTC
GSPGEKSKTILDSCPYLSILALHWYP
QQINGHKFEGKEGDYIRIPERLLDVQ
DAEIMAGKSTCKLVQFTEYSSQQWF
ISGNNLPTLKNKVLSLSVKGQSSQLL
TNDNEVLYRIYAAEPRIIPQTSLCLL
WNQAAASWLSDSQFCKVVEETADY
VECACSHMSVYAVYARTDNLSSYNE
AFFTSGFICISGLCLAVLSHIFCARYS
MFAAKLLTHMMAASLGTQILFLASA
YASPQLAEESCSAMAAVTHYLYLCQ
FSWMLIQSVNFWYVLVMNDEHTER
RYLLFFLLSWGLPAFVVILLIVILKGIY
HQSMSQIYGLIHGDLCFIPNVYAALF
TAALVPLTCLVVVFVVFIHAYQVKPQ
WKAYDDVFRGRTNAAEIPLILYLFAL
ISVTWLWGGLHMAYRHFWMLVLFV
IFNSLQGLYVFMVYFILHNQMCCPM
KASYTVEMNGHPGPSTAFFTPGSG
MPPAGGEISKSTQNLIGAMEEVPPD
WERASFQQGSQASPDLKPSPQNGA
TFPSSGGYGQGSLIADEESQEFDDLI
FALKTGAGLSVSDNESGQGSQEGGT
LTDSQIVELRRIPIADTHL


