}Jl;l iprotKB Entry name organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular [cytosol [nucleus jmitochndrion | .. | golgi plasma
sites reticulum |apparatus membran¢
Q8WXI2 CNKR2_HUMAN |Homo Connector (20.148807 S898;S900(S12;S338;S390;T683;S685;S687;S7 |30379171;38253038 MALIMEPVSKWSPSQVVDWMKGLD [None None None [None None None None None
sapiens |enhancer 56;S767;S908 DCLQQYIKNFEREKISGDQLLRITHQ
of kinase ELEDLGVSRIGHQELILEAVDLLCAL
suppressor NYGLETENLKTLSHKLNASAKNLQN
of ras 2

FITGRRRSGHYDGRTSRKLPNDFLT
SVVDLIGAAKSLLAWLDRSPFAAVTD
[YSVTRNNVIQLCLELTTIVQQDCTVY
ETENKILHVCKTLSGVCDHIISLSSD
PLVSQSAHLEVIQLANIKPSEGLGMY
IKSTYDGLHVITGTTENSPADRCKKI
HAGDEVIQVNHQTVVGWQLKNLVN
IALREDPSGVILTLKKRPQSMLTSAPA
LLKNMRWKPLALQPLIPRSPTSSVAT
PSSTISTPTKRDSSALQDLYIPPPPAE
PYIPRDEKGNLPCEDLRGHMVGKPV
HKGSESPNSFLDQEYRKRFNIVEED
TVLYCYEYEKGRSSSQGRRESTPTYG
KLRPISMPVEYNWVGDYEDPNKMK
RDSRRENSLLRYMSNEKIAQEEYMF
QRNSKKDTGKKSKKKGDKSNSPTH
YSLLPSLQMDALRQDIMGTPVPETT
LYHTFQQSSLQHKSKKKNKGPIAGK
SKRRISCKDLGRGDCEGWLWKKKD
IAKSYFSQKWKKYWFVLKDASLYWYT
NEEDEKAEGFISLPEFKIDRASECRK
KYAFKACHPKIKSFYFAAEHLDDMN
RWLNRINMLTAGYAERERIKQEQDY
WSESDKEEADTPSTPKQDSPPPPYD
TYPRPPSMSCASPYVEAKHSRLSSTE
TSQSQSSHEEFRQEVTGSSAVSPIRK
TASQRRSWQDLIETPLTSSGLHYLQT
LPLEDSVFSDSAAISPEHRRQSTLPT
QKCHLQDHYGPYPLAESERMQVLN
GNGGKPRSFTLPRDSGFNHCCLNA
PVSACDPQDDVQPPEVEEEEEEEEE
EGEAAGENIGEKSESREEKLGDSLQ
DLYRALEQASLSPLGEHRISTKMEYK
LSFIKRCNDPVMNEKLHRLRILKSTL
KAREGEVAIIDKVLDNPDLTSKEFQQ
WKQMYLDLFLDICQNTTSNDPLSIS
SEVDVITSSLAHTHSYIETHV




