UniprotKB Entry name |organism [full name |oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol |nucleus mitochndrion en(‘loplasmlc golgi ¥ extr'acellular
ID sites sites reticulum apparatus membrane [region
Q90YM38 CYFP1_DANRE Danio Cytoplasmic [26.412228 NaN NaN 40044042 MASTVTLEDALSNVDLLEELPLPDQ [NaN NaN NaN |[NaN NaN NaN NaN NaN None
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QPCIEPLPSSLIYQPNFNTNFEDRNA
FVTGIARYIEQATVHSSMNDMLEEG
QQYAVMLYTWRCCSRAIPQVKCNE
QPNRVEIYEKTVEVLEPEVNKLMNF
MYFQRTAIDRFCGEVRRLCHAERRK
DFVSEAYLLTLGKFINMFAVLDELK
NMKCSVKNDHSAYKRAAQFLRKMS
EPSSIQESQNLSMFLANHNKITQSL
QQQLEVINGYDELLADIVNLCVDYYE
NKMYLTPSERHMLLKVMGFGLYLM
DGSNSNIYKLEAKKRINLTKIDKFFK
QLQVVPLFGDMQIELARYIKTSAHYE
ENKSRWSCTSTGSSPQYNVCEQMI
QIREGHMRFISELARYSNSEVVTGS
GRQDAQKTDSEYRKLFDLALQGLQL
LSQWSAQIMEVYSWKLVHPTDKYS
NKECPDNAEEYERATRYNYTSEEKF
IALVEVLAMIKGLQVLMGRMESVFN
HAIRHTIYSALQDFAQVTLREPLRQA
IKKKKNVVQSVLQAIRKTVCDWETG
REPHNDPALRGEKDPKGGFDIKVPR
RAVGPSSTQLYMVRTMLESLVADKS
GSKKTLRSSLEGPTILDIEKFHRESF
FYTHLLNFSETLQQCCDLSQLWEFRE
FFLELTMGRRIQFPIEMSMPWILTD
HILETKEASMMEYVLYSLDLYNDSA
HYALTKFKKQFLYDEIEAEVNLCFD
QFVYKLADQIFAYYKVIAGSLLLDKR
LRAECKNQGANISWPSSNRYETLLK
QRHVQLLGRSIDLNRLITQRVSSALY
KSLELAISRFESEDLTSIMELEGLLDI
NRMTHKLLSKYLTLDSIDAMFREAN
HNVSAPYGRITLHVFWELNYDFLPN
YCYNGSTNRFVRTILPFSQEFQRDKP
PNAQPQYLYGSKALNLAYSSIYSLYR
NFVGPPHIKAICRLLGYQGIAVVMEE
LLKVVKSLLQGTILQYVKTLMEVMP
KICRLPRHEYGSPGILEFFHHQLKDI
VEYAELKSVCFQNLREVGNALLFCL
LTEQSLSQEEVCDLLHAAPFQNILPR
VHVKEGERLDAKMKRLEAKYTALHL
VPLIERLGTPQQIAIAREGDLLTKERL
CCGLSIFEVILTRVRAYLDDPIWRGP
LPSNGVMHVDECVEFHRLWSAMQF
VYCIPVGAHEFTVEQCFGDGLNWAG
CMIITLLGQHRRFDILDFSYHLLKVQ
KHDGKDEITKSVPLKKMVDRIRKFQI
LNDEIFAILNKYLKSGDGENMPVEH
VRCFQPPTHQSLASN




