}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma extr.acellul‘
name sites sites reticulum |apparatus membrane region
Q91V12 BACH_MOUSE Mus Cytosolic (34.805961 NaN NaN 28135057;33300544;22645316 MKLLVGTLRLWEVGRQVAFSSLTPG |None None None |None None None None None None
musculus |acyl QECSGLRKTFWAAMRAVRTRADHQ
coenzyme KLGHCVTMGRIMRPDDANVAGNVH
A GGTILKMIEEAGAIISTRHCNSQNGE
thioester RCVAALARVERTDFLSPMCIGEVAH
hydrolase IVSAEITYTSKHSVEVQVHVMSENILT

GTKKLTNKATLWYVPLSLKNVDKVL
EVPPIVYLRQEQEEEGRKRYEAQKLE
RMETKWRNGDIVQPVLNPEPNTVSY
SQSSLIHLVGPSDCTLHGFVHGGVT
MKLMDEVAGIVAARHCKTNIVTASV
DAINFHDKIRKGCVITISGRMTFTSN
KSMEIEVLVDADPVVDNSQKRYRAA
SAFFTYVSLNQEGKPMPVPQLVPET
EDEKKRFEEGKGRYLQMKAKRQGH
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