}Jl;l iprotKB Entry organism [full name |oglcnacscore o.glcnac phosp ylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi [plasma extr_acellula
name sites reticulum |apparatus membrane [region
Q91V33 KHDR1_RAT [Rattus KH domain- [23.439218 NaN S18;520;S29;T33;558;T84;S113;S15 |38843836 MQRRDDPAARLTRSSGRSCSKDPSG [True True 1.907 |5.0 2.013 1.727 0.964 5.0 1.689
norvegicus containing, 0;T183;T387;S390;T435;T440;T443 IAHPSVRLTPSRPSPLPHRSRGGGGG

RNA- PRGGARASPATQPPPLLPPSNPGPDA

binding, TVVGSAPTPLLPPSATAAAKMEPEN

signal KYLPELMAEKDSLDPSFTHAMQLLS

transduction- [VEIEKIQKGESKKDDEENYLDLFSHK

associated NMKLKERVLIPVKQYPKFNFVGKILG

protein 1 PQGNTIKRLQEETGAKISVLGKGSM

RDKAKEEELRKGGDPKYAHLNMDL
HVFIEVFGPPCEAYALMAHAMEEVK
KFLVPDMMDDICQEQFLELSYLNGV
PEPSRGRGVSVRGRGAAPPPPPVPR
GRGVGPPRGALVRGTPVRGSITRGAT
IVTRGVPPPPTVRGAPTPRARTAGIQR
IPLPPTPAPETYEDYGYDDSYAEQSY
EGYEGYYSQSQGESEYYDYGHGELQ
DSYEAYGQDDWNGTRPSLKAPPARP
IVKGAYREHPYGRY




