UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi ! extx:ace
ID sites sites reticulum |apparatus membrane fregion
Q91V61 SFXN3 MOUSE Mus Sideroflexin-|30.89545 NaN NaN 29187734;33300544;24788674 MGDLPLNINIQEPRWDQSTFLGRAR (None None None |None None None None None None

musculus

3

HFFTVTDPRNLLLSGEQLEASRNIV
QNYRAGVATPGLTEDQLWRAKYVYD
SAFHPDTGEKVVLIGRMSAQVPMN
MTITGCMLTFYRKTPTVVFWQWVN
QSFNAIVNYSNRSGDAPITVQQLGTA
YVSATTGAVATALGLKSLTKHLPPLV
GRFVPFAAVAAANCINIPLMRQREL
QVGIPVTDEAGQRLGHSVTAAKQGIF
QVVISRIGMAIPAMAIPPVIMNTLEK
KDFLKRRPWLGAPLQVGLVGFCLVF
ATPLCCALFPQRSSIHVTRLEPELRA

QIQAQNPSIDVVYYNKGL




