UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol \nucleus imitochndrion em!op lasmic golgi plasma extr:acellular
ID name sites sites reticulum apparatus membrane [region
Q91VB8 Q91VB8_MOUSE Mus NaN [22.380232 NaN NaN 37507081 MVLSGEDKSNIKAAWGKIGGHGAEY [True False 4.517 [2.496 |2.199 1.359 0.615 1.766 3.292
musculus GAEALERMFASFPTTKTYFPHFDVS
HGSAQVKGHGKKVADALANAAGHL

DDLPGALSALSDLHAHKLRVDPVNF
KLLSHCLLVTLASHHPADFTPAVHA
SLDKFLASVSTVLTSKYR




