UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol [nucleus mitochndrion em%oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q91VK4 ITM2C MOUSE [Mus Integral |24.474581 NaN T39 33300544 IMVKISFQPAVAGIKADKADKAAASGP [False False 2.204 |1.425 [1.437 1.362 3.416 4.303 2.659
musculus [membrane IASASAPAAEILLTPAREERPPRHRSR
protein 2C KGGSVGGVCYLSMGMVVLLMGLVF

IASVYTYRYFFLAQLARDNFFHCGVLY
EDSLSSQIRTRLELEEDVKIYLEENY
ERINVPVPQFGGGDPADIIHDFQRGL
TAYHDISLDKCYVIELNTTIVLPPRNF
WELLMNVKRGTYLPQTYIIQEEMVV
TEHVRDKEALGSFIYHLCNGKDTYR
LRRRSTRRRINKRGGKNCNAIRHFE
NTFVVETLICGVV




