UniprotKB Entry name organism full oglcnacscore O.gjlcnac p.h osphorylation PMIDS sequence intracellular|extracellular |cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane |[region
Q91VM5 RMXL1 _MOUSE |Mus RNA 25.295579 NaN S88 37453647;33300544  MVEADRPGKLFIGGLNTETNEKALE |None None None [None None None None None None
musculus |binding IAVFGKYGRIVEILLMKDRETNKSRGF

motif IAFVTFESPADAKDAARDMNGKSLD

protein, GKAIKVEQATKPSFESGRRGPPPPPR

X- SRGPPRGLRGGSGGTRGPPSRGGYM

linked- DDGGYSMNFNMSSSRGPLPVKRGP

like-1 PPRSGGPPPKRSTPSGPVRSSSGMG

GRTPVSRGRDSYGGPPRREPLPSRR
DVYLSPRDDGYSTKDSYSSRDYPSSR
DTRDYAPPPRDYTYRDYSHSSSRDD
YPSRGYGDRDGYGRDRDYSDHPSGG
SYRDSYESYGNSRSAPPTRGPPPSYG
GSSRYDDYSSSRDGYGGSRDSYSSS
RSDLYSSGRDRVGRQERGLPPSMER
GYPPPRDSYSSSSRGAPRGGGRGGS
RSDRGGGRSRY




