mitochondrial

GPGDKDRREMLQALGLASIDELIEKT
IVPASIRLKRPLKMEDPICENEILETL
HAIASKNQIWRSYIGMGYYNCSVPQ
TILRNLLENSGWVTQYTPYQPEVSQ
GRLESLLNYQTMVSDITGLDMANAS
LLDEATAAAEAMQLCHRHNKRKKF
FVDPRCHPQTIAVVQTRAKYRGVLV
ELKLPHEMDFSGKDVCGVLFQYPDT
EGKVEDFTELVDRAHQTGSLTCCAT
DLLALCILRPPGEFGVDIALGNSQRF
GVPLGYGGPHAAFFAVKENLVRMM
PGRMVGVTRDATGKEVYRLALQTRE
QHIRRDKATSNICTAQALLANMAAM
FAIYHGSQGLKHIAKRVHNATLILSE
GLKRAGHQLQHDLFFDTLKVQCGC
SVKEVLGRAAQRQINFRLFDDGTLGI
SLDETVTEKDLDDLLWIFGCESSAEL
VAEGMGEERRGLLGSSFKRTSPFLT
HQVFNSYHSETNLVRYMKKLENKDI
SLVHSMIPLGSCTMKLNSSSELAPIT
IWREFANIHPFVPLDQAQGYQQLFQG
LEKDLCEITGYDRVSFQPNSGAQGE
IYAGLATIRAYLDQKGERHRTVCLIPK
SAHGTNPASAHMAGMKIQPVEVDR
IYGNIDVAHLKAMVDQHKENLAAIMI
TYPSTNGVFEENIGDVCALIHQHGG
QVYLDGANMNAQVGICRPGDFGSD
IVSHLNLHKTFCIPHGGGGPGMGPIG
\VKKHLSPFLPSHPVISIKPTEGTWPV
GTVSAAPWGSSSILPISWAYIKMMG
GKGLKEATEIAILNANYMAKRLEKH
IYRVLFRGARGYVAHEFILDTRPFKKS
IANVEAVDVAKRLQDYGFHAPTMSW
PVAGTLMIEPTESEDKAELDRFCDA
MISIRQEIADIEEGRIDPRVNPLKMS
PHSLTCVTSSCWDRPYSREVAAFPL
PFVKPENKFWPTIARIDDIYGDQHLV
CTCPPMEVYESPFSEQKRASS

UniprotkB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
ID sites sites reticulum apparatus  membrane region
Q91W43 GCSP_MOUSE Mus Glycine 23.627151 NaN NaN 37453647 MQLCARAWGLRLGRGAGGGHRLAR (True False 3.262 [3.102 |4.718 0.923 0.528 2.755 1.466
musculus |dehydrogenase GTGLSWAQRSRDSSGGGGGGGGGD
(decarboxylating), RGAAGASRLLERLLPRHDDFSRRHI




