UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em!op lasmic golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q91WA4  |CXXC5 MOUSE Mus CXXC- |36.83566 T42 NaN 40885482 MSSLGGGSQDAGGSSSSSNTNSSS  [True False 3.414 (4.108 [1.221 0.763 False 0.817 1.085
musculus [type GSGQKAGGTDKSTAVAATTAPTSVA
zinc DDAPPPERRNKSGIISEPLNKSLRRS
finger RPLSHYSSFGSSGGGGSMMGVESA
protein DKAAAAAASLLANGHDLAAAMAVD

5

KSNPTSKHKSGAVASLLSKAERATE
LAAEGQLTLQQFAQSTEMLKRVVQE
HLPLMSEAGAGLPDMEAVAGAEAL
NGQSDFPYLGAFPINPGLFIMTPAGV
FLAESALHMAGLAEYPMQGELASAI
SSGKKKRKRCGMCAPCRRRINCEQ
CSSCRNRKTGHQICKFRKCEELKKK
PSAALEKVMLPSGAAFRWFQ




