
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q91WP0 MASP2_MOUSE Mus
musculus

Mannan-
binding
lectin
serine
protease
2

25.810548 NaN NaN 29187734 MRLLIFLGLLWSLVATLLGSKWPEP
VFGRLVSPGFPEKYADHQDRSWTLT
APPGYRLRLYFTHFDLELSYRCEYDF
VKLSSGTKVLATLCGQESTDTEQAP
GNDTFYSLGPSLKVTFHSDYSNEKP
FTGFEAFYAAEDVDECRVSLGDSVP
CDHYCHNYLGGYYCSCRAGYVLHQ
NKHTCSALCSGQVFTGRSGYLSSPE
YPQPYPKLSSCTYSIRLEDGFSVILDF
VESFDVETHPEAQCPYDSLKIQTDK
GEHGPFCGKTLPPRIETDSHKVTITF
ATDESGNHTGWKIHYTSTARPCPDP
TAPPNGSISPVQAIYVLKDRFSVFCK
TGFELLQGSVPLKSFTAVCQKDGSW
DRPMPECSIIDCGPPDDLPNGHVDYI
TGPEVTTYKAVIQYSCEETFYTMSSN
GKYVCEADGFWTSSKGEKLPPVCEP
VCGLSTHTIGGRIVGGQPAKPGDFP
WQVLLLGQTTAAAGALIHDNWVLTA
AHAVYEKRMAASSLNIRMGILKRLS
PHYTQAWPEEIFIHEGYTHGAGFDN
DIALIKLKNKVTINGSIMPVCLPRKE
AASLMRTDFTGTVAGWGLTQKGLLA
RNLMFVDIPIADHQKCTAVYEKLYP
GVRVSANMLCAGLETGGKDSCRGD
SGGALVFLDNETQRWFVGGIVSWGS
INCGAADQYGVYTKVINYIPWIENIIS
NF

False True 1.172 1.222 0.905 0.936 0.825 2.105 5.0


