g;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
name sites sites reticulum |apparatus membrane region
QI91WT8 RBM47 MOUSE Mus RNA- [38.939326 T519 NaN 40997131;36852467 MTAEDSATAMNSDPTVGSSTKVPEG [True False 0.912 |5.0 1.14 0.641 False 0.754 1.19
musculus |[binding IVAGAPNEAALLALIERTGYTMVQEN
protein GQRKYGGPPPGWEGPHPQRGCEVF
47 IVGKIPRDVYEDELVPVFETVGRIYEL

RLMMDFDGKNRGYAFVMYCHKHE
IAKRAVRELNNYEIRPGRLLGVCCSV
DNCRLFIGGIPKMKKRGEILEEIAKV
TEGVLNVIVYASAADKMKNRGFAFV
EYESHRAAAMARRKLMPGRIQLWG
HQIAVDWAEPEIDVDEDVMQTVKIL
IYVRNLMIETTEETIKKSFGQFNPGCV
ERVKKIRDYAFVHFTSREDAVHAMN
NLNGTELEGSCLEVTLAKPVDKEQY
SRYQKAAKGGGGSAEAVAQQPSYVY
SCDPYTLAYYGYPYNALIGPNRDYFV
KTGSIRGRGRGAAGNRTPGPRGSYL
GGYSAGRGIYSRYHEGKGKQQEKGY
ELVPNLEISPVNPVAIKPGTVAIPAIG
IAQYSMFQAAPAPKIIEDGKIHTMEH
MISPIAVQPDPATAAAAAAAAAAAAVI
PAVSTPPPFQGRPITPVYTVAPNVQRI
PTAGIYGASYVPFAAPATATIATLQKN
IAAAAVYGGYAGYIPQAFPAALQVPIH
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