UniprotkB Entry name |organism full name oglcnacscore ({glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus  membrane region

Q91WUO [EST1F_MOUSE Mus Carboxylesterase [23.627151 NaN NaN 37453647 MFLSTLFLVSLATCVICGNPSSPPVV (True False 5.0 1.589 1.532 4.387 0.693 1.506 2.221
musculus |1F DTAHGKVLGKHVNVEGFSQPVAVFL

GIPFAKPPLGSLRFAPPQPAEPWSSV
KNATTYPPMCSQDAARGQAVNDLIT
NRKEKIHLEFSEDCLYLNIYTPADFS
KNSRLPVMVWIHGGGLKLGGASSF
DGRALSAYENVVVVAIQYRLSIWGFF
STGDEHSRGNWGHLDQVAALHWV
QDNIANFGGDPGSVTIFGESAGGYS
VSILILSPLSKNLFHRAISESGVAFIP
GMFTKDVRPITEQIAVTAGCKTTTSA
VIVHCMRQKTEEELLEIMHKLNLYK
LSLQGDTKNSDQFVTSVLDGVVLPK
DPKEILAEKNFNTVPYIVGINKQECG
WLLPTMTGFLPADVKLDKKKAIALL
EQFASMTGIPEDIIPVAVEKYTKGSD
DPDQIREGVLDAMGDVAFGVPSVIV
SRGHRDTGAPTYMYEYQYYPSFSSP
QRPKNVVGDHADDVYSVFGAPILRE
GASEEEINLSKMVMKFWANFARNG
NPNGKGLPHWPKYDQKEGYLHIGG
TTQQAQRLKEEEVTFWTQSLAKKQP

QPYHNEL




