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UniprotKB Entry name organism full oglcnacscore o.glcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular cytosol [nucleus mitochndrion em!op lasmic golgi - extr.'acellular

ID name sites sites reticulum |apparatus membrane [region

Q91X78 ERLN1_MOUSE |Mus Erlin- {24.474581 NaN NaN 33300544 MNMTQARLLVAAVVGLVAILLYASI |False True 1.445 [1.239 [2.318 4.615 1.957 1.512 1.877
musculus (1 HKIEEGHLAVYYRGGALLTSPSGPGY

HIMLPFITTFRSVQTTLQTDEVKNVP
CGTSGGVMIYIDRIEVVNMLAPYAVF
DIVRNYTADYDKTLIFNKIHHELNQF
CSAHTLQEVYIELFDQIDENLKQALQ
KDLNTMAPGLTIQAVRVTKPKIPEAI
RRNFELMEAEKTKLLIAAQKQKVVE
KEAETERKRAVIEAEKIAQVAKIRFQ
QKVMEKETEKRISEIEDAAFLAREKA
KADAEYYAAHKYATSNKHKLTPEYL
ELKKYQAIASNSKIYFGSNIPSMFVD
SSCALKYSDGRTGREDSLPPEEAREP
SGESPIQNKENAG




