}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr_acellular
name sites reticulum |apparatus membrane region
Q91XT4 SC16B_MOUSE Mus Protein [38.223321 NaN S70;S137;S182;S185;S245;T850;S8 40997131 MEPWVPQTQGRTTGPSRDTNRGLQ |[False False 2.117 [3.209 [0.973 4.323 3.589 0.973 0.965
musculus |transport 60;S863;S866;S874;S875 SGHYRPRLHSQYSGDKYHQWQDAH
protein KNSKSQQDLRDDHQQSHSVSRSGE
Secl6B 'WSQPVSGADYLKGSYPSHLYSRSGY

GDPYQRYHTPTPRDEYAYGNYYYHG
HPQLLPEERVARQGSPYIWHEDHGD
QRYFGEHHREKHNGTFGANSDTQF
QFTSKNPYRDSPASVSGQEQPGEFF
PESEAQKQKPLLTSKSSLLQQHESG
LSSSSYELSQYMTAAPEEYEPMVSA
IAWRPIQADDTSATVPKAPMRFYVPH
'VSVSFGPGGQLVCVPPNSPADGQTA
LVEVHSMEVLLNDFEDQEEMRAFP
GPLIREDIHKVDIMTFCQQKATQCLK
SETPGSRDSALLWQLLVLLCRQNGS
MVGSDIAELLMQDCKKLEKYKRQPP
VANLINLTDEDWPVLSSGTRDLLTG
EIPPNVDTPAQIVEKFTKLLYYGRKK
EALEWAMKNHLWGHALFLASKMD
PRTYNWVMSGFTSTLALNDPLQTLF
QLMSGRIPQAATVCGDKQWGDWRP
HLAVILSNQAGDTELYQRAIVSMGD
TLAGKGLVEASHFCYLMAHVPFGHY
TVKTDHLALVGSSHSQEFMKFATIE
IAIQRTEIFEYCQMLGRPKSFIPSFQV
YKLLYASRLADYGLASQALHYCEAIG
IAAVLSQEGSSHPVLLAELIKLAEKLK
LSDPLVLERRRGDRDLEPDWLVQLR
RKHKDLEQNRTGAPRDPDSTPSDIY
GAGGTTDTPYPDLSGHQNYSEDSEY
SSTLWSTAEQTSLTNPLAQQSFPLQ
RDTYSGHMGTPVPLYSVPATHLAVT
SGASGSSVAVTGTPGGRVGEDMLRT
HPAFGENTMTQEPLEDPDGLEVISS
LQTPAAPRVPSFSEDSAASAKEDEE
GSSDGADKPSHPDASQKGKLGDGK
NTKSSGFGWFSWFRSKPASSVSTSG
DEDSSDSSDSEESPRASSPHHASPG
LSPTPPLTSPSLPGASTFSRGTGGSIL
QGSSNSSGIAEGMGIGGFSGTQGVS
SEFYSQPGALPPPPTLQGAVPLYNPS
QVPQLPTASSLNRPNRLAQRRYPTQ
PC




