
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

Q91YT7 YTHD2_MOUSE Mus
musculus

YTH
domain-
containing
family
protein	2

43.170473 S196;S202;S263 S2;S4;S5;S22;S39;S196;S359;S394 34887587;40885482;39425013;368
52467;36765030;40021952

MSASSLLEQRPKGQGNKVQNGSVH
QKDGLNDDDFEPYLSPQARPNNAYT
AMSDSYLPSYYSPSIGFSYSLGEAAW
STGGDTAMPYLTSYGQLSNGEPHFL
PDAMFGQPGALGSTPFLGQHGFNF
FPSGIDFSAWGNNSSQGQSTQSSGY
SSNYAYAPSSLGGAMIDGQSAFANE
TLNKAPGMNTIDQGMAALKLGSTEV
ASSVPKVVGSAVGSGSITSNIVASSSL
PPATIAPPKPASWADIASKPAKQQPK
LKTKNGIAGSSLPPPPIKHNMDIGTW
DNKGPVAKAPSQALVQNIGQPTQGS
PQPVGQQANNSPPVAQASVGQQTQ
PLPPPPPQPAQLSVQQQAAQPTRWV
APRNRGSGFGHNGVDGNGVGQSQA
GSGSTPSEPHPVLEKLRSINNYNPK
DFDWNLKHGRVFIIKSYSEDDIHRSI
KYNIWCSTEHGNKRLDAAYRSMNG
KGPVYLLFSVNGSGHFCGVAEMKSA
VDYNTCAGVWSQDKWKGRFDVRWI
FVKDVPNSQLRHIRLENNENKPVTN
SRDTQEVPLEKAKQVLKIIASYKHTT
SIFDDFSHYEKRQEEEESVKKERQG
RGK

True False 4.592 4.684 2.072 1.541 0.753


