}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |,y sequence intracellular |extracellular [cytosol [nucleus [mitochndrion endoplasmic golgi ext
sites  [sites reticulum  |apparatus membrane [re¢
Q91ZA3 PCCA_MOUSE [Mus Propionyl- 28.316822 NaN S248 37453647;39927985;37507081;362 [MAGQWVRTVALLAARRHWRRSSQQ |True False 1.547 |False 4.544 False False False Fal
musculus [CoA 88343 QLLGTLKHAPVYSYQCLVVSRSLSSV
carboxylase EYEPKEKTFDKILIANRGEIACRVIKT
alpha chain, CKKMGIKTVAIHSDVDASSVHVKMA

mitochondrial

DEAVCVGPAPTSKSYLNMDAIMEAI
KKTRAQAVHPGYGFLSENKEFAKRL
AAEDVTFIGPDTHAIQAMGDKIESKL
LAKRAKVNTIPGFDGVVKDADEAVRI
AREIGYPVMIKASAGGGGKGMRIAW
DDEETRDGFRFSSQEAASSFGDDRL
LIEKFIDNPRHIEIQVLGDKHGNALW
LNERECSIQRRNQKVVEEAPSIFLDP
ETRQAMGEQAVALAKAVKYSSAGTV
EFLVDSQKNFYFLEMNTRLQVEHPV
TECITGLDLVQEMILVAKGYPLRHKQ
EDIPISGWAVECRVYAEDPYKSFGLP
SIGRLSQYQEPIHLPGVRVDSGIQPG
SDISIYYDPMISKLVTYGSDRAEALKR
MEDALDNYVIRGVTHNIPLLREVIIN
TRFVKGDISTKFLSDVYPDGFKGHTL
TLSERNQLLAIASSVFVASQLRAQRF
QEHSRVPVIRPDVAKWELSVKLHDE
DHTVVASNNGPAFTVEVDGSKLNVT
STWNLASPLLSVNVDGTQRTVQCLS
REAGGNMSIQFLGTVYKVHILTKLAA
ELNKFMLEKVPKDTSSTLCSPMPGV
'VVAVSVKPGDMVAEGQEICVIEAMK
MQNSMTAGKMGKVKLVHCKAGDT

VGEGDLLVELE




