}Jl;l iprotKB Entry organism [full name oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plas
name sites reticulum |apparatus|mer
Q920L2 SDHA_RAT [Rattus Succinate 33.69042 S44;S191;S448;S497;S513(T207 26446791;27213235;34502162 MAGVGAVSRLLRGRRLALAGATRGF [None None None [None |None None None Non
norvegicus |dehydrogenase HFSVGESKKASAKVSDAISTQYPVVD
[ubiquinone] HEFDAVVVGAGGAGLRAAFGLSEAG
flavoprotein FNTACLTKLFPTRSHTVAAQGGINA
subunit, IALGNMEEDNWRWHFYDTVKGSDW

mitochondrial

LGDQDAIHYMTEQAPASVVELENYG
MPFSRTEDGRIYQRAFGGQSLKFGK
GGQAHRCCCVADRTGHSLLHTLYG
RSLRYDTSYFVEYFALDLLMENGEC
RGVIALCIEDGSIHRIRAKNTIIATGG
YGRTYFSCTSAHTSTGDGTAMVTRA
GLPCQDLEFVQFHPTGIYGAGCLITE
GCRGEGGILINSQGERFMERYAPVA
KDLASRDVVSRSMTLEIREGRGCGP
EKDHVYLQLHHLPPEQLATRLPGISE
TAMIFAGVDVTKEPIPVLPTVHYNM
GGIPTNYKGQVLKHVNGQDQIVPGL
YACGEAACASVHGANRLGANSLLDL
IVVFGRACALSIAESCRPGDKVPPIKA
NAGEESVMNLDKLRFADGSVRTSEL
RLSMQKSMQSHAAVFRVGSVLQEG
CEKVSQLYGDLQHLKTFDRGMVWN
TDLVETLELQNLMLCALQTIYGAEA
RKESRGAHAREDYKVRIDEYDYSKPI
EGQQKKPFAEHWRKHTLSYVDTKT
GKVTLDYRPVIDKTLNEADCATVPPA
IRSY




