}Jl;l iprotKB Entry name |organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
Q921G7 ETFD_MOUSE Mus Electron 29.966337 NaN S550 37507081;37453647;36288343;399 [MLVRLTKLSCPAYHWFHALKIKKCL [True False 2.281 [2.0 5.0 False False False
musculus |transfer 27985;34678516 PLCAPRCSSTSAVPQITTHYTVHPRE
flavoprotein- KDKRWEGVNMERFAEEADVVIVGA
ubiquinone .GPAGLSAAIRLKQLAAEQGKDIRVCL

oxidoreductase,
mitochondrial

IVEKAAQIGAHTLSGACLDPAAFKELF
PDWKEKGAPLNTPVTEDRFAILTEK
HRIPVPILPGLPMNNHGNYIVRLGH
LVSWMGEQAEALGVEVYPGYAAAEV
LYHEDGSVKGIATNDVGIQKDGAPK
TTFERGLELHAKVTVFAEGCHGHLA
KQLYKKFDLRASCDAQTYGIGLKEL
IWIIDEKKWKPGRVDHTVGWPLDRH
TYGGSFLYHLNEGEPLVAVGFVVGL
DYQNPYLSPFREFQRWKHHPSIQPT
LEGGKRIAYGARALNEGGLQSIPKLT
FPGGLLIGCSPGFMNVPKIKGTHTA
MKSGSLAAESIFKQLTSENLQSKTT
GLHVTEYEDNLKQSWVWKELHAVR
INIRPSCHGILGVYGGMIYTGIFYWIL
RGMEPWTLKHKGSDSDQLKPAKDC
TPIEYPKPDGQISFDLLSSVALSGTN
HEHDQPAHLTLKDDSIPVNRNLSIY
DGPEQRFCPAGVYEFVPLEQGDGFR
LQINAQNCVHCKTCDIKDPSQNINW
IVVPEGGGGPAYNGM




