musculus

22049;37453647

KWCAVSEHENTKCISFRDHMKTVLP
PDGPRLACVKKTSYPDCIKAISASEA
DAMTLDGGWVYDAGLTPNNLKPVA
IAEFYGSVEHPQTYYYAVAVVKKGTD
FQLNQLEGKKSCHTGLGRSAGWVIP
IGLLFCKLSEPRSPLEKAVSSFFSGS
CVPCADPVAFPKLCQLCPGCGCSST
QPFFGYVGAFKCLKDGGGDVAFVKH
TTIFEVLPEKADRDQYELLCLDNTRK
PVDQYEDCYLARIPSHAVVARKNNG
KEDLIWEILKVAQEHFGKGKSKDFQ
LFSSPLGKDLLFKDSAFGLLRVPPR
MDYRLYLGHNYVTAIRNQQEGVCPE
GSIDNSPVKWCALSHLERTKCDEWS
IISEGKIECESAETTEDCIEKIVNGEA
DAMTLDGGHAYIAGQCGLVPVMAEY
IYESSNCAIPSQQGIFPKGYYAVAVVK
IASDTSITWNNLKGKKSCHTGVDRTA
GWNIPMGMLYNRINHCKFDEFFSQ
GCAPGYEKNSTLCDLCIGPLKCAPN
NKEEYNGYTGAFRCLVEKGDVAFVK
HQTVLDNTEGKNPAEWAKNLKQED
FELLCPDGTRKPVKDFASCHLAQAP
NHVVVSRKEKAARVKAVLTSQETLF
GGSDCTGNFCLFKSTTKDLLFRDDT
KCFVKLPEGTTPEKYLGAEYMQSVG
NMRKCSTSRLLEACTFHKH

UniprotkB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion enc:!oplasmlc golgi plasma ©
ID sites sites reticulum apparatus membrane |r(
Q92111 TRFE_MOUSE |Mus Serotransferrin|35.80179 S514 S388;5684 40885482;37507081;36288343;358 |[MRLTVGALLACAALGLCLAVPDKTV |False True 2.055 |[1.989 |1.744 1.732 1.937 5.0 5




