UniprotKB Entry name organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion en@oplasmlc golgi plasma extx:acellular
ID sites sites reticulum |apparatus|membrane [region
Q921K2 Q921K2_MOUSE |Mus Poly [ADP- |28.854855 NaN NaN 34887587;28528544 MAEASERLYRVEYAKSGRASCKKCS (True False 4.622 5.0 4.678 2.765 2.016 2.88 2.826
musculus |ribose] ESIPKDSLRMAIMVQSPMFDGKVPH
polymerase 'WYHFSCFWKVGHSIRQPDVEVDGF

SELRWDDQQKVKKTAEAGGVAGKG
QDGSGGKAEKTLGDFLAEYAKSNRS
MCKGCLEKIEKGQMRLSKKMVDPE
KPQLGMIDRWYHPTCFVKKRDELGF
RPEYSASQLKGFSLLSAEDKEALKK
QLPAIKNEGKRKGDEVDGTDEVAKK
KSKKGKDKDSSKLEKALKAQNELIW
NIKDELKKACSTNDLKELLIFNQQQ
IVPSGESAILDRVADGMAFGALLPCK
ECSGQLVFKSDAYYCTGDVTAWTKC
MVKTQNPSRKEWVTPKEFREISYLK
KLKVKKQDRIFPPESSAPAPLALPLS
IVTSAPTAVNSSAPADKPLSNMKILTL
GKLSQNKDEAKAVIEKLGGKLTGSA
NKASLCISTKKEVEKMSKKMEEVKA
IANVRVVCEDFLQDVSASTKSLQELL
SAHSLSSWGAEVKAEPGEVVAPKGK
SAAPSKKSKGAVKEEGVNKSEKRMK
LTLKGGAAVDPDSGLEHSAHVLEKG
GKVFSATLGLVDIVKGTNSYYKLQLL
EDDKESRYWIFRSWGRVGTVIGSNK
LEQMPSKEDAVEHFMKLYEEKTGN
IAWHSKNFTKYPKKFYPLEIDYGQDE
EAVKKLTVKPGTKSKLPKPVQELVG
MIFDVESMKKALVEYEIDLQKMPLG
KLSRRQIQAAYSILSEVQQAVSQGSS
ESQILDLSNRFYTLIPHDFGMKKPPL
LNNADSVQAKVEMLDNLLDIEVAYS
LLRGGSDDSSKDPIDVNYEKLKTDIK
IVVDRDSEEAEVIRKYVKNTHATTHN
IAYDLEVIDIFKIEREGESQRYKPFRQL
HNRRLLWHGSRTTNFAGILSQGLRI
IAPPEAPVTGYMFGKGIYFADMVSKS
IANYCHTSQGDPIGLILLGEVALGNM
YELKHASHISKLPKGKHSVKGLGKT
TPDPSASITLEGVEVPLGTGIPSGVN
DTCLLYNEYIVYDIAQVNLKYLLKLK

FNFKTSLW




