
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q921U8 SMTN_MOUSE Mus
musculus

Smoothelin 25.161187 NaN S299;S301;S304;S340;T359;T372;S
501;S521;S574;S641;S735;S798;T3
72

34887587 MADEALAGLDEGALRKLLEVTADLA
ERRRIRSAIRELQRQELEREEEALAS
KRFRAERQDNKENWLHSQQREAEQ
QAALARLAGRLESMNDVEELTTLLR
SAGEYEERKLIRAAIRRVRAQEIKAAT
LAGRLCSRLPSSGPREDSRRQAAHT
LDPGKVPEPEQQEQQTEVLEPTPTP
EDTSQDVTTVTLLLRAPPGGRPSSPA
SPHNSPTSASPEPLLEPAGAQCPAVE
APVSSEPLPHPSEAPSPEPPMSPVPS
SSRGRVISKPLPGPTEPSDTLDSIRGF
SNTKRADPSETKSCQRSLSVLSPRQ
PTPNREPTSLAGPSQFRRVGSVRDR
VQKFTSDSPVVARLQDGPPRTALASP
TPTRLPGPSLISTTPASSSSSNSSSPS
PSDTSSHKKQRELAHSLAELQSCPQ
EEGPGGRGLALRSLENRAGGPKPCS
EEPSTPPPVAVGTGEPGGSMKTTFTI
EIKDGRGQASTGRVLLPTGNQRAEL
TLGLRAPPTLLSTSSGGKNTITHISN
PGTVTRLGSVTHVTTFSHASPGNRG
GCNFKMEPDPAEPPSTTVEAANGAE
QARVDKGPEGRSPLSAEELTAIEDEG
VLDKMLDQTTNFEERKLIRAALREL
RQRKRDQRDKERERRLREARARPG
ESRSNVATETTTRHSQRAADGSTVG
TVTKTERLVHSNDGTQTARTTTVES
SFMRRLENGSSSSSTTTTTVQTKSFS
SSSSSSSSKKMGSIFDREDQTSSRPG
SLAALERRQAEKKKELMKAQSLPKT
SASQARKAMIEKLEKEGSAGGPGTP
RTAVQRSTSFGVPNANSIKQMLLDW
CRAKTRGYEHVDIQNFSSSWSDGM
AFCALVHNFFPEAFDYGQLSPQNRR
QNFEMAFSSAEMLVDCVPLVEVED
MMIMGKKPDPKCVFTYVQSLYNHL
RRHELRLRGKNV

None None None None None None None None None


