
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q922J3 CLIP1_MOUSE Mus
musculus

CAP-Gly
domain-
containing
linker
protein	1

51.554666 T144;S146;T150;T154;S157;S158;S
159

S48;T50;S146;T181;S194;S196;S19
9;S203;S309;S311;S314;S347;S118
9;S1317

22517741;22645316;40885482;362
88343;40021952;39927985

MSMLKPSGLKAPTKILKPGSTALKTP
AAAAAPVEKTIPSEKASGPPSSETQE
EFVDDFRVGERVWVNGNKPGFIQFL
GETQFAPGQWAGIVLDEPIGKNDGS
VAGVRYFQCEPLKGIFTRPSKLTRKV
QAEDEANGLQAAPGRTASPLSTAAA
TMVSSSPATPSNIPHKPSQSTAKEPS
ATPQISNLTKTASESISNLSEAGSVK
KGERELKVGDRVLVGGTKAGVVRFL
GETDFAKGEWCGVELDEPLGKNDG
AVAGTRYFQCQPKYGLFAPVHKVTKI
GFPSTTPAKAKAAAVRRVMAATPAS
LKRSPSASSLSSMSSVASSVSSKPSR
TGLLTETSSRYARKISGTTALQEALK
EKQQHIEQLLAERDLERAEVAKATS
HVGEIEQELALARDGHDQHVLELEA
KMDQLRTMVEAADREKVELLNQLE
EEKRKVEDLQFRVEEESITKGDLEVA
TVSEKSRIMELEKDLALRAQEVAELR
RRLESSKPPGDVDMSLSLLQEISALQ
EKLEAIHTDHQGEMTSLKEHFGARE
EAFQKEIKALHTATEKLSKENESLRS
KLDHANKENSDVIALWKSKLETAIA
SHQQAMEELKVSFSKGIGTDSAEFA
ELKTQIERLRLDYQHEIESLQSKQDS
ERSAHAKEMETMQAKLMKIIKEKED
SLEAVKARLDSAEDQHLVEMEDTLN
KLQEAEIKVKELEVLQAKYTEQSEVI
GNFTSQLSAVKEKLLDLDALRKANS
EGKLELETLRQQLEGAEKQIKNLET
ERNAESSKANSITKELQEKELVLTGL
QDSLNQVNQVKETLEKELQTLKEKF
ASTSEEAVSAQTRMQDTVNKLHQK
EEQFNVLSSELEKLRENLTDMEAKF
KEKDDREDQLVKAKEKLENDIAEIM
KMSGDNSSQLTKMNDELRLKERSV
EELQLKLTKANENASFLQKSIGEVTL
KAEQSQQQAARKHEEEKKELEEKLL
ELEKKMETSYNQCQDLKAKYEKASS
ETKTKHEEILQNLQKMLADTEDKLK
AAQEANRDLMQDMEELKTQADKAK
AAQTAEDAMQIMEQMTKEKTETLA
SLEDTKQTNARLQNELDTLKENNLK
TVEELNKSKELLSVENQKMEEFKKE
IETLKQAAAQKSQQLSALQEENVKL
AEELGRTRDEVTSHQKLEEERSVLN
NQLLEMKKRESEFRKDADEEKASL
QKSISLTSALLTEKDAELEKLRNEVT
VLRGENATAKSLHSVVQTLESDKVK
LELKVKNLELQLKENKRQLSSSSGN
TDAQAEEDERAQESQIDFLNSVIVDL
QRKNQDLKMKVEMMSEAALNGNG
EDLNSYDSDDQEKQSKKKPRLFCDI
CDCFDLHDTEDCPTQAQMSEDPPH
STHHGSRSEERPYCEICEMFGHWAT
NCNDDETF

True False 3.378 4.665 1.398


