UniprotKB Entry name |organism full name |oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion en(‘ioplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

Q922]6 TSN2_MOUSE [Mus Tetraspanin-|24.474581 NaN NaN 33300544 MGRFRGGLRCIKYLLLGFNLLFWLA |False True 1.124 |2.783 [1.177 0.842 0.557 5.0 1.387
musculus |2 GSAVIAFGLWFRFGGTMKDLSSEDK

SPEYFYVGLYVLVGAGALMMTVGFF
GCCGAMRESQCVLGSFFTCLLVIFA
AEVTTGVFAFIGKDVAIRHVQSMYEE
AYSDYLKDRARGNGTLITFHSAFQC
CGKESSEQVQPTCPKELPGHKNCID
KIETVISAKLQLIGIVGIGIAGLTIFGM
IFSMVLCCAIRNSRDVI




