VLTIFIGGNHEASNHLQELPYGGWV
IAPNIYYLGLAGVVKYRGVRIGGISGIF
KSHDYRKGHFECPPYNSSTIRSIYHV
RNIEVYKLKQLKQPVHIFLSHDWPR
NIYHYGNKKQLLKTKSFFRQEVENS
TLGSPAASELLEHLQPAYWFSAHLH
VKFAALMQHQATDKDQAGKETKFL
IALDKCLPHRDFLQVLEIEHDPSAPEY
LEYDVEWLTVLRATDDLINVTGGLW
NMPEDNGLHTRWDYSATEETMKEV
MEKLNHDPKVPCNFTMTAACYDPS
KPQTQVKLVHRINPQTTEFCAQLGIT
DINVMIQKAREEEHHQCGEYEQQG
DPGTEESEEDRSEYNTDTSALSSINP
DEIMLDEEEEEEEEEEEAVSAHSDM
NTPSVEPASDQASDLSTSFSDIRNLP
SSMFVSSDDASRSPASGEGKCGETV
ESGDEKDLAKFPLKRLSDEHEPEQR

KKIKRRNQAIYAAVDDGDASAE

UniprotKB Entry name |organism full name |oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ©
ID sites reticulum apparatus membrane |r(
Q923B1 DBR1_MOUSE [Mus Lariat 26.066638 NaN S28;5470;5480;S484;5485;5489;S4 [28135057;28528544 MRVAVAGCCHGELDKIYETLALAER [None None None [None |None None None None N
musculus |debranching 91;S494;S505;S520 RGSGPVDLLLCCGDFQAVRNEADLR
enzyme CMAVPPKYRHMQTFYRYYSGEKKAP




