UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi [plasma extx:acellular

1D name sites sites reticulum apparatus membrane [region

Q924C1 XPO5_MOUSE |Mus Exportin- [25.685855 NaN NaN 39627609 MEMEQVNALCEELVKAVTVMMDPS [False False 3.501 |3.95 2.001 1.904 1.14 3.412 2.319
musculus |5 STQRYRLEALKFCEEFKEKCPICVPC

GLKLAEKTQIAIVRHFGLQILEHVVK
FRWNSMSRLEKVYLKNSVMELIAN
GTLRILEEENHIKDVLSRIVVEMIKR
EWPQHWPDMLMELDTLFRQGETQ
RELVMFILLRLAEDVVTFQTLPTQRR
RDIQQTLTQNMERILNFLLNTLQEN
'VNKYQQMKTDSSQEAEAQANCRVS
VAALNTLAGYIDWVSLNHITAENCK
LVETLCLLLNEQELQLGAAECLLIAV
SRKGKLEDRKRLMILFGDVAMHYIL
SAAQTADGGGLVEKHYLFLKRLCQV
LCALGNLLCALLALDANIQTPINFG
MYLESFLAFTTHPSQFLRSSTHMTW
GALFRHEVLSRDPALLAVIPKYLRAS
MTNLVKMGFPSKTDSPSCEYSRFDF
DSDEDFNAFFNSSRAQHGEVVRCV
CRLDPKTSFQMAAEWLKYQLSASID
TGPVNSCSTAGTGEGGFCSIFSPSYV
QWEAMTFFLESVINQMFRTLDKEEL
PVSDGIELLQLVLNFEIKDPLVLSCV
LTNVSALFPFVTYKPAFLPQVFSKLF
SFVTFESVGESKAPRTRAVRNVRRH
IACSSINKMCRDYPDLVLPNFDMLYS
HVKQLLSNELLLTQMEKCALMEAL
IVLVSNQFKDYERQKLFLEELMAPVV
NIWLSEEMCRALSDIDSFIAYVGADL
KSCDPAVEDPCGLNRARMSFCVYSI
LGVMRRTSWPSDLEEAKAGGFVVG
YTPSGNPIFRNPCTEQILRLLDNLLA
LVRTHNTLYTPEMLTKMAEPFTKAL
DIVESEKTAILGLPQPLLEFNDHPVY
RTTLERMQRFFGILYENCYHILGKA
GPSMQQDFYTVEDLASQLLGSAFVN
LNNIPDFRLRSMLRVFVKPLVLFCPS
EHYETLISPILGPLFTYLHMRLSQKW
HVINQRSILCGEDEIAEDNPESQEM
LEEQLVRMLTREAMDLIMACCVSKK
TADHTAAPTADGDDEEMMATEVAP
SSVVELTDLGKCLMKHEDVCTALLI
TAFNSLTWKDTLSCQRATTQLCWPL
LKQVMSGTLLADAVTWLFTSVLKGL
QMHGQHDGCMASLVHLAFQIYEAL
RPRYLEIRAVMEQIPEINKESLDQFD
CKLLNPSLQKAADKRRKDHFKRLIA
GCIGKPLGEQFRKEVHIKNLPWLFK
KPKPMLETEVLDSEEGGLATIFEP




