
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q924H2 MED15_MOUSE Mus
musculus

Mediator	of
RNA
polymerase
II
transcription
subunit	15

46.296968 NaN T604 40997131;21606357 MDVSGQETDWRSAAFRQKLVSQIE
DAMRKAGVAHSKSSKDMESHVFLK
AKTRDEYLSLVARLIIHFRDIHNKKS
QASVSDPMNALQSLTGGPTPGAAGI
GMPPRGPGQSLGGMGGLGAMGQPL
PLSGQPPPGTSGMAPHGMAVVSTAT
PQTQLQLQQVALQQQQQQQQQQQF
QQQQAALQQQQQQQQQQQQQQQF
QAQQNAMQQQFQAVVQQQQLQQQ
QQQQHLIKLHHQSQQQQIQQQQLQ
RMAQLQLQQQQQQQQQQALQAQPP
MQQPSMQQPQPPPSQALPQQLSQL
HHPQHHQPPPQAQQSPIAQNQPPQI
PPQSQSQPLVSQAQALPGPMLYAAQ
QQLKFVRAPMVVQQPQVQPQVQQV
QPQVQPQAAVQAAQSAQMVAPGVQ
MIAEALAQGGMHVRARFPPTSTMSA
GPSSSISLGGQPTTQVSQSSLTMLSS
PSPGQQVQTPQSMPPPPQPSPQPGS
QPNSNVSSGPAPSPSSFLPSPSPQPS
QSPVTARTPQNFSVPSPGPLNTPVN
PSSVMSPAGSSQAEEQQYLDKLKQL
SKYIEPLRRMINKIDKNEDRKKDLSK
MKSLLDILTDPSKRCPLKTLQKCEIA
LEKLKNDMAVPTPPPPPVLPTKQQD
LCQPLLDAVLANIRSPVFNHSLYRTF
VPAMMAIHGPPIVSPVVCSRKRRFE
EDERQSIPNVLQGEVARLDPKFLVN
LDPSHCSNNGTVHLICKLDDKDLPS
VPPLELSVPADYPAQSPMWIDRQWQ
YDANPFLQSVHRCMTSRLLQLPDKH
SVTALLNTWAQSIHQACLSAA

True False 2.363 5.0 1.271 0.942 0.543 0.851 0.806


