}Jl;l iprotKB Entry name  |organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol [nucleus mitochndrion | .. | golgi plasma lextracellulz
sites reticulum  |apparatus [membrane [region
Q924W7 DEN2B_MOUSE [Mus DENN 25.161187 NaN S30;S32;T228;5230;T361;S365;T47 (34887587 MTMTANKNSSITHGTGGTKAPRETL |False False 2.284 [3.353 0.938 0.551 0.711 3.419 1.052
musculus |domain- 9;S542;S571;S619 SRSQSVSPPPVLYPPRSPIYPLSDSET
containing SACRYPSHSKSQVLLKDRHSRNPSL
protein 2B LGQDPSPETSPPICTLKATSFSYLDR

TPSLRKREDQKETVQGAVQDVEGVA
ACLPLAQSTPFLGAGSRSVLLSCTGT
RAHSLGIREKISAWEGRREASPRMS
LCGEKREGPGSEWSVSEGCPSVGCP
SVVPSPCSSEKTFDFKGLRRMSRTF
SECSYPETEEEAEALPGRDSLYRLEK
RPGRTEPSALLRGHGIRKESSAVLSR
IQKIEQALKEQPGRGLPQLPSSCYSV
DQGRRKTGTLGTLEEPTGTASVSPSS
RAGGVAGVAGEAGPPLDREGSASM
KSETPGNSSSPQLLPPKSSPDPAVNP
VPKPKRTFEYEADKNPKTKPSNGLP
PSPTPAAPPPLPSTPAPPVTRRPKKD
MRGHRKSQNRKSFEFEDASSLQSLY
PSSPTENGTESQPKFGSKSTLEENA
YEDIVGGLPKENPYEDVDLKNRRAG
RKSQQLSENSLDSLHRMWSPQDRK
YNHPPMQLSLKSNSQSLRSGNWSE
RKSHRLPRLPKRHSHDDMMLLAQL
SLPSSPSSLNEDSLSTTSELLSSRRS
RRIPKLVQRINSIYNAKRGKKRLKKL
SMSSLETASLRDENSESESDSDDRF
KAHTQRLVHIQSMLKRAPSYRTLEL
ELLEWQERELFEYFVVVSLKKKPSR
NTYLPEVSYQFPKLDRPTKQMREAE
ERLKAIPQFCFPDAKDWLPVSEYSSE
TFSFMLTGEDGSRRFGYCRRLLPSG
KGPRLPEVYCVISRLGCFGLFSKVLD
EVERRRGISAALVYPFMRSLMESPF
PAPGKTIKVKTFLPGAGNEVLELRRP
MDSRLEHVDFECLFTCLSVRQLIRIF
ASLLLERRVIFVADKLSTLSSCSHAV
VALLYPFSWQHTFIPVLPASMIDIVC
CPTPFLVGLLSSSLPKLKELPVEEAL
MVNLGSDRFIRQMDDEDTLLPRKL
QAALEQALERKSELISQDSDSDSDD
ECNTLNGLVSEVFIRFFVETVGHYSL
FLTHSEKGERAFQREAFRKSVASKSI
RRFLEVFMESQMFAGFIQDRELRKC
RAKGLFEQRVEQYLEELPDTEQSGM
NKFLRGLGNKMKFLHKKN




