UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation |,y 1y sequence intracellular [extracellular cytosol [nucleus jmitochndrion endoplasmic golgi plasma

ID sites sites reticulum |apparatus membrane

Q924X2 CPT1B_MOUSE |Mus Carnitine O- 29.151474 NaN NaN 36288343;39927985;37507081 MAEAHQAVAFQFTVTPDGVDFRLSR [True False 1.641 |1.547 5.0 False False False
musculus |palmitoyltransferase EALRHIYLSGINSWKKRLIRIKNGILR

1, muscle isoform

GVYPGSPTSWLVVVMATVGSNYCKV
DISMGLVDCIQRCLPERYGHFGTPQ
TEALLSMVIFSTGVWATGIFFFRQTL
KLLLSYHGWMFEMHSKTSHATKIW
IAICVRLLSSRRPMLYSFQTSLPKLPV
PSVPATIHRYLDSVRPLLDDEAYYRM
ETLAKEFQDKTAPRLQKYLVLKSWW
IATNYVSDWWEEYVYLRSRSPLMVN
SNYYAMDFVLIKNTNVQAARLGNAV
HAMIMYRRKLDREEIKPVMALGMV
PMCSYQMERMFNTTRIPGKETDLL
QHLSESRHVAVYHKGRFFKVWLYE
GSRLLKPRDLEMQFQRILDDPSPPQ
PGEEKLAALTAGGRVEWAEARQTFF
SSGKNKMSLDAIERAAFFVTLDEDS
HCYNPDDETSLSLYGKALLHGNCYN
RWFDKSFTLISCKNGLLGLNTEHSW
IADAPIIGHLWEFVLGTDTFHLGYTET
GHCVGEPNTTLPPPQRLPWDIPEQC
REAIENSYQVAKALADDVELYCFQFL
PFGKGLIKKCRTSPDAFVQIALQLAH
FRDKGKFCLTYEASMTRMFREGRTE
TVRSCTNESAAFVQAMMKGSHKKQ
DLQDLFRKASEKHQNMYRLAMTGA
GIDRHLFCLYIVSKYLGVSSPFLAEVL
SEPWSLSTSQIPQFQICMFDPKQYP
NHLGAGGGFGPVADDGYGVSYMIA
GENTMFFHISSKYSSSETNAQRFGN

HIRQALLDIAELFKISKTDS




