WHGHTHDHDHGHSHEDLHHGHS
HGYSHESLYHRGHGHDHEHSHGGY
GESGAPGIKQDLDAVTLWAYALGAT
VLISAAPFFVLFLIPVESNSPRHRSLL
QILLSFASGGLLGDAFLHLIPHALEP
HSHHTLEQPGHGHSHSGQGPILSV
GLWVLSGIVAFLVVEKFVRHVKGGH
GHSHGHGHAHSHTRGSHGHGRQE
RSTKEKQSSEEEEKETRGVQKRRGG
STVPKDGPVRPQNAEEEKRGLDLRV
SGYLNLAADLAHNFTDGLAIGASFR
GGRGLGILTTMTVLLHEVPHEVGDF
IAILVQSGCSKKQAMRLQLLTAVGAL
IAGTACALLTEGGAVGSEIAGGAGPG
WVLPFTAGGFIYVATVSVLPELLREA

SPLQSLLEVLGLLGGVIMMVLIAHLE

UniprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |, 1y, g sequence intracellular [extracellular cytosol [nucleus [mitochndrion endoplasmic golgi plasma lextracell
D sites  [sites reticulum |apparatus [membrane region
Q92504 S39A7_HUMAN |Homo Zinc 18.449233 S448 S275;S276 38665916;40596516;38253038 MARGLGAPHWVAVGLLTWATLGLL |False True 0.234 (4.0 False 5.0 3.0 2.203 False
sapiens transporter IVAGLGGHDDLHDDLQEDFHGHSHR
SLC39A7 HSHEDFHHGHSHAHGHGHTHESI




