}J];l iprotKB Entry name |organism full oglcnacscore oglcnac ‘p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enx!oplasmlc golgi plasma extl:acellular
mame sites sites reticulum |apparatus membrane [region
Q92526 TCPW_HUMAN [Homo T- 30.744797 NaN NaN 39894887;35008409 [MAAIKAVNSKAEVARARAALAVNIC (True False 5.0 False 1.219 0.188 False False False
sapiens |complex AARGLQDVLRTNLGPKGTMKMLVS

[protein GAGDIKLTKDGNVLLDEMQIQHPTA

1 SLIAKVATAQDDVTGDGTTSNVLIIG

subunit ELLKQADLYISEGLHPRIIAEGFEAAK

zeta-2 IKALEVLEEVKVTKEMKRKILLDVAR

TSLQTKVHAELADVLTEVVVDSVLAV
RRPGYPIDLFMVEIMEMKHKLGTDT
KLIQGLVLDHGARHPDMKKRVEDAF
ILICNVSLEYEKTEVNSGFFYKTAEE
KEKLVKAERKFIEDRVQKIIDLKDKV
CAQSNKGFVVINQKGIDPFSLDSLAK
HGIVALRRAKRRNMERLSLACGGM
AVNSFEDLTVDCLGHAGLVYEYTLG
EEKFTFIEECVNPCSVTLLVKGPNKH
TLTQVKDAIRDGLRAIKNAIEDGCMV
PGAGAIEVAMAEALVTYKNSIKGRAR
LGVQAFADALLIIPKVLAQNAGYDPQ
ETLVKVQAEHVESKQLVGVDLNTGE
PMVAADAGVWDNYCVKKQLLHSCT
IVIATNILLVDEIMRAGMSSLK




