}Jl;l iprotKB Entry name |organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi
name sites reticulum |apparatus
Q92540 SMG7_HUMAN [Homo Nonsense- [26.863557 T624;S627;T632;5948 |S520;T624;S781;5S897|38665916;34019948;35289036;393 |MSLQSAQYLRQAEVLKADMTDSKL ([True False 4.476 [4.322 |0.5 False False
sapiens |mediated 02247;31492838;30379171;300592 |GPAEVWTSRQALQDLYQKMLVTDL
mRNA 00;22661428;29237092;40307207;3 [EYALDKKVEQDLWNHAFKNQITTLQ
decay 5132862;35138101;29351928;3257 |GQAKNRANPNRSEVQANLSLFLEAA
factor 4038;39534244;35254053 SGFYTQLLQELCTVFNVDLPCRVKS
SMG7 SQLGIISNKQTHTSAIVKPQSSSCSYI

CQHCLVHLGDIARYRNQTSQAESYY
RHAAQLVPSNGQPYNQLAILASSKG
DHLTTIFYYCRSIAVKFPFPAASTNL
QKALSKALESRDEVKTKWGVSDFIK
AFIKFHGHVYLSKSLEKLSPLREKLE
EQFKRLLFQKAFNSQQLVHVTVINL
FQLHHLRDFSNETEQHTYSQDEQL
CWTQLLALFMSFLGILCKCPLQNES
QEESYNAYPLPAVKVSMDWLRLRPR
VFQEAVVDERQYIWPWLISLLNSFH
PHEEDLSSISATPLPEEFELQGFLAL
RPSFRNLDFSKGHQGITGDKEGQQR
RIRQQRLISIGKWIADNQPRLIQCEN
EVGKLLFITEIPELILEDPSEAKENLIL
QETSVIESLAADGSPGLKSVLSTSRN
LSNNCDTGEKPVVTFKENIKTREVN
RDQGRSFPPKEVRRDYSKGITVTKN
DGKKDNNKRKTETKKCTLEKLQETG
KQNVAVQVKSQTELRKTPVSEARKT
PVTQTPTQASNSQFIPIHHPGAFPPL
PSRPGFPPPTYVIPPPVAFSMGSGYT
FPAGVSVPGTFLQPTAHSPAGNQVQ
AGKQSHIPYSQQRPSGPGPMNQGP
QQSQPPSQQPLTSLPAQPTAQSTSQ
LQVQALTQQQQSPTKAVPALGKSPP
HHSGFQQYQQADASKQLWNPPQVQ
GPLGKIMPVKQPYYLQTQDPIKLFEP
SLQPPVMQQQPLEKKMKPFPMEPY
NHNPSEVKVPEFYWDSSYSMADNR
SVMAQQANIDRRGKRSPGVFRPEQD
PVPRMPFEKSLLEKPSELMSHSSSF
LSLTGFSLNQERYPNNSMFNEVYGK
NLTSSSKAELSPSMAPQETSLYSLFE
GTPWSPSLPASSDHSTPASQSPHSS
NPSSLPSSPPTHNHNSVPFSNFGPI
GTPDNRDRRTADRWKTDKPAMGGF
GIDYLSATSSSESSWHQASTPSGTW
TGHGPSMEDSSAVLMESLKSIWSSS
MMHPGPSALEQLLMQQKQKQQRG

QGTMNPPH




