UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q92569 P55G_HUMAN [Homo Phosphatidylinositol [18.379595 S161 T341 30379171 MYNTVWSMDRDDADWREVMMPYS True False 4.816 |3.596 |1.752 1.519 0.958 2.179 1.878

sapiens (3-kinase regulatory TELIFYIEMDPPALPPKPPKPMTSAV

subunit gamma

PNGMKDSSVSLQDAEWYWGDISRE
EVNDKLRDMPDGTFLVRDASTKMQ
GDYTLTLRKGGNNKLIKIYHRDGKY
GFSDPLTFNSVVELINHYHHESLAQ
IYNPKLDVKLMYPVSRYQQDQLVKED
NIDAVGKKLQEYHSQYQEKSKEYDR
LYEEYTRTSQEIQMKRTAIEAFNETI
KIFEEQCHTQEQHSKEYIERFRREG
NEKEIERIMMNYDKLKSRLGEIHDS
KMRLEQDLKNQALDNREIDKKMNS
IKPDLIQLRKIRDQHLVWLNHKGVR
QKRLNVWLGIKNEDADENYFINEED
ENLPHYDEKTWFVEDINRVQAEDLL
IYGKPDGAFLIRESSKKGCYACSVVAD
GEVKHCVIYSTARGYGFAEPYNLYSS
LKELVLHYQQTSLVQHNDSLNVRLA

YPVHAQMPSLCR




