}Jl;l iprotKB Entry name organism full oglcnacscore |oglcnac sites phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc!oplasm
name reticulum
Q92598 HS105_HUMAN Homo Heat [8.478224 S298;S304;5336;5476;T787 [S509;S510;S557;T561;S809;T815(30379171;29351928;35138101;334 [MSVVGLDVGSQSCYIAVARAGGIETI [True False 4.817 4.675 |2.029 1.97
sapiens  |shock 65208;23301498;35083852;386659 |ANEFSDRCTPSVISFGSKNRTIGVAA
protein 16;21740066;41350704;37217939;3 |KNQQITHANNTVSNFKRFHGRAFN
105 2119511;32870666;40914422;3472 |DPFIQKEKENLSYDLVPLKNGGVGIK
kDa 5712;33214551;40596516;3401994 [VMYMGEEHLFSVEQITAMLLTKLKE

8;38253038

TAENSLKKPVTDCVISVPSFFTDAER
RSVLDAAQIVGLNCLRLMNDMTAVA
LNYGIYKQDLPSLDEKPRIVVFVDMG
HSAFQVSACAFNKGKLKVLGTAFDP
FLGGKNFDEKLVEHFCAEFKTKYKL
DAKSKIRALLRLYQECEKLKKLMSS
NSTDLPLNIECFMNDKDVSGKMNR
SQFEELCAELLQKIEVPLYSLLEQTH
LKVEDVSAVEIVGGATRIPAVKERIAK
FFGKDISTTLNADEAVARGCALQCAI
LSPAFKVREFSVTDAVPFPISLIWNH
DSEDTEGVHEVFSRNHAAPFSKVLT
FLRRGPFELEAFYSDPQGVPYPEAKI
GRFVVQNVSAQKDGEKSRVKVKVRV
NTHGIFTISTASMVEKVPTEENEMS
SEADMECLNQRPPENPDTDKNVQQ
DNSEAGTQPQVQTDAQQTSQSPPSP
ELTSEENKIPDADKANEKKVDQPPE
IAKKPKIKVVNVELPIEANLVWQLGK
DLLNMYIETEGKMIMQDKLEKERN
DAKNAVEEYVYEFRDKLCGPYEKFIC
EQDHQNFLRLLTETEDWLYEEGED
QAKQAYVDKLEELMKIGTPVKVRFQ
EAEERPKMFEELGQRLQHYAKIAAD
FRNKDEKYNHIDESEMKKVEKSVN
EVMEWMNNVMNAQAKKSLDQDPV
IVRAQEIKTKIKELNNTCEPVVTQPKP
KIESPKLERTPNGPNIDKKEEDLEDK
NNFGAEPPHQNGECYPNEKNSVN
MDLD




