
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q925I1 ATAD3_MOUSE Mus
musculus

ATPase
family
AAA
domain-
containing
protein	3

29.465594 NaN NaN 37453647;29187734;28135057;333
00544

MSWLFGIKGPKGEGTGPPLPLPPAQ
PGAEGGGDRGAGDRPSPKDKWSNF
DPTGLERAAKAARELEHSRHAKEAL
SLAQMQEQTLQLEQQSKLKEYEAAV
EQLKSEQIRVQAEERRKTLTEETRQ
HQARAQYQDKLARQRYEDQLKQQQ
LLNEENLRKQEESVQKQEAIRRATV
EREMELRHKNEMLRVEAEARARAK
ADRENADIIREQIRLKAAEHRQTILE
SIRTAGTLLGEGFRAFVTDWDKVTAT
VAGLTLLAVGVYSAKNATSVAGRYIE
ARLGKPSLVRETSRISVLEALRHPIQ
VSRRLVSRPQDALEGVILSPSLEARV
RDIAIATRNTKKNKSLYRNVLMYGPP
GTGKTLFAKKLALHSGMDYAIMTGG
DVAPMGREGVTAMHKVFDWASTSR
RGLLLFVDEADAFLRKRATEKISEDL
RATLNAFLHRTGQHSSKFMLVLASN
QPEQFDWAINDRIDEMVCFALPQRE
ERERLVRMYFDKYVLKPATEGKQRL
KVAQFDYGKKCSEVAQLTEGMSGRE
IAQLAVAWQAMAYSSEDGVLTEAM
MDARVQDAVQQHQQKMQWLKVER
PDSQTNKPPHPSLLSC

True False 2.712 2.478 5.0 1.752 1.739 1.254 1.319


