}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |y, 1,1y ¢ sequence intracellular [extracellular |cytosol nucleus mitochndrion endoplasmic golgi plasma lextr:
sites  [sites reticulum |apparatus [membrane [regic
Q92511 IATAD3 _MOUSE |Mus IATPase 29.465594 NaN NaN 37453647;29187734;28135057;333 [MSWLFGIKGPKGEGTGPPLPLPPAQ ([True False 2.712  [2.478 5.0 1.752 1.739 1.254 1.31¢

musculus [family 00544 PGAEGGGDRGAGDRPSPKDKWSNF

IAAA DPTGLERAAKAARELEHSRHAKEAL

domain- SLAQMQEQTLQLEQQSKLKEYEAAV

containing EQLKSEQIRVQAEERRKTLTEETRQ

protein 3 HQARAQYQDKLARQRYEDQLKQQQ

LLNEENLRKQEESVQKQEAIRRATV
EREMELRHKNEMLRVEAEARARAK
IADRENADIIREQIRLKAAEHRQTILE
SIRTAGTLLGEGFRAFVTDWDKVTAT
IVAGLTLLAVGVYSAKNATSVAGRYIE
IARLGKPSLVRETSRISVLEALRHPIQ
IVSRRLVSRPQDALEGVILSPSLEARV
RDIAIATRNTKKNKSLYRNVLMYGPP
GTGKTLFAKKLALHSGMDYAIMTGG
DVAPMGREGVTAMHKVFDWASTSR
RGLLLFVDEADAFLRKRATEKISEDL
RATLNAFLHRTGQHSSKFMLVLASN
QPEQFDWAINDRIDEMVCFALPQRE
ERERLVRMYFDKYVLKPATEGKQRL
KVAQFDYGKKCSEVAQLTEGMSGRE
TAQLAVAWQAMAYSSEDGVLTEAM
MDARVQDAVQQHQQKMQWLKVER

PDSQTNKPPHPSLLSC




