UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q92617 NPIB3_HUMAN [Homo Nuclear [28.275761 NaN NaN 39894887 MVKLSIVLTPQFLSHDQGQLTKELQ [NaN NaN NaN |NaN NaN NaN NaN NaN None
sapiens pore QHVKSVTCPCEYLRKVINTLADHHH

complex- RGTDFGGSPWLHVIIAFPTSYKVVIT

interacting LWIVYLWVSLLKTIFWSRNGHDGST

protein DVQQRAWRSNRRRQEGLRSICMHT

family KKRVSSFRGNKIGLKDVITLRRHVET

member KVRAKIRKRKVTTKINHHDKINGKR

B3 KTARKQKMFQRAQELRRRAEDYHK

CKIPPSARKALCNWVRMAAAEHRH
SSGLPYWPYLTAETLKNRMGHQPPP
PTQQHSITDNSLSLKTPPECLLTPLP
PSADDNLKTPPECVLTPLPPSADDN
LKTPPECVLTPLPPSADDNLKTPPEC
LLTPLPPSADDNLKTPPECLLTPLPP
SALPSAPPSADDNLKTRAECLLHPLP
PSADDNLKTPSERQLTPLPPSAPPSA
DDNIKTPAERLRGPLPPSADDNLKTP
SERQLTPLPPSAPPSADDNIKTPAER
LRGPLPPSADDNLKTPSERQLTPLPP
SAPPSADDNIKTPAERLRGPLPPSAD
DNLKTPSERQLTALPPSADDNIKTPA
ERLRGPLPPSADDNLKTPSERQLTPL
PPSAPPSADDNIKTPAFHPQRMIISR
HLPSVSSLPFHPQLHPQQMIISRHLP
SVCGGRFHPQQMIISRHLPSVSSLPF
HPQLHPQQMIISRHLPSVCGGRFHP
QRMIISRHLPSVSSLPFHPQLHPQQ
MIISRHLPSVCGGRFHPQQMIISRHL
PSVSSLPFHPQLHPQQMIISRHLPSV
CGGRFHPQRMIISRHLPSVSSLPFHP
QLHPQQMIISRHLPSVCGERLRGPL
PPSADDNLKTPSERQLTPLPPSAPPS
IADDNIKTPAERLRGPLPPSADDNLKT
PSERQLTPLPPSAPPSADDNIKTPAE
RLRGPLPPSADDNLKTPSERQLTPLP
PSAPPSADDNIKTPAERLRGPLPPSA
DDNLKTPPLATQEAEAEKPRKPKRQ
RAAEMEPPPEPKRRRVGDVEPSRKP
KRRRAADVEPSSPEPKRRRVGDVEP
SRKPKRRRAADVEPSSPEPKRRRVG
DVEPSRKPKRRRAADVEPSLPEPKR
RRLS




