UniprotKB Entry name |organism full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular|extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma eXtI:acelh
ID sites sites reticulum |apparatus membrane region
Q92626 PXDN_HUMAN [Homo Peroxidasin|21.499058 NaN T1176;S1180 34725712;38665916;39894887 MAKRSRGPGRRCLLALVLFCAWGTL |False True False |False |False 5.0 0.422 2.582 5.0

sapiens

homolog

IAVVAQKPGAGCPSRCLCFRTTVRCM
HLLLEAVPAVAPQTSILDLRFNRIREI
QPGAFRRLRNLNTLLLNNNQIKRIP
SGAFEDLENLKYLYLYKNEIQSIDRQ
IAFKGLASLEQLYLHFNQIETLDPDSF
QHLPKLERLFLHNNRITHLVPGTFN
HLESMKRLRLDSNTLHCDCEILWLA
DLLKTYAESGNAQAAAICEYPRRIQG
RSVATITPEELNCERPRITSEPQDAD
VTSGNTVYFTCRAEGNPKPEITWLRN
NNELSMKTDSRLNLLDDGTLMIQN
TQETDQGIYQCMAKNVAGEVKTQEV
TLRYFGSPARPTFVIQPQNTEVLVGE
SVTLECSATGHPPPRISWTRGDRTPL
PVDPRVNITPSGGLYIQNVVQGDSGE
[YACSATNNIDSVHATAFIIVQALPQF
TVTPQDRVVIEGQTVDFQCEAKGNP
PPVIAWTKGGSQLSVDRRHLVLSSG
TLRISGVALHDQGQYECQAVNIIGSQ
KVVAHLTVQPRVTPVFASIPSDTTVE
VGANVQLPCSSQGEPEPAITWNKDG
VQVTESGKFHISPEGFLTINDVGPAD
IAGRYECVARNTIGSASVSMVLSVNV
PDVSRNGDPFVATSIVEAIATVDRAI
NSTRTHLFDSRPRSPNDLLALFRYP
RDPYTVEQARAGEIFERTLQLIQEHV
QHGLMVDLNGTSYHYNDLVSPQYL
NLIANLSGCTAHRRVNNCSDMCFH
QKYRTHDGTCNNLQHPMWGASLTA
FERLLKSVYENGFNTPRGINPHRLY
NGHALPMPRLVSTTLIGTETVTPDE
QFTHMLMQWGQFLDHDLDSTVVAL
SQARFSDGQHCSNVCSNDPPCFSV
MIPPNDSRARSGARCMFFVRSSPVC
GSGMTSLLMNSVYPREQINQLTSYT
DASNVYGSTEHEARSIRDLASHRGL
LRQGIVQRSGKPLLPFATGPPTECM
RDENESPIPCFLAGDHRANEQLGLT
SMHTLWFREHNRIATELLKLNPHW
DGDTIYYETRKIVGAEIQHITYQHWL
PKILGEVGMRTLGEYHGYDPGINAGI
FNAFATAAFRFGHTLVNPLLYRLDE
NFQPIAQDHLPLHKAFFSPFRIVNEG
GIDPLLRGLFGVAGKMRVPSQLLNT
ELTERLFSMAHTVALDLAAINIQRGR
DHGIPPYHDYRVYCNLSAAHTFEDL
KNEIKNPEIREKLKRLYGSTLNIDLF
PALVVEDLVPGSRLGPTLMCLLSTQ
FKRLRDGDRLWYENPGVFSPAQLTQ
IKQTSLARILCDNADNITRVQSDVFR
VAEFPHGYGSCDEIPRVDLRVWQDC
CEDCRTRGQFNAFSYHFRGRRSLEF
SYQEDKPTKKTRPRKIPSVGRQGEH
LSNSTSAFSTRSDASGTNDFREFVL
EMQKTITDLRTQIKKLESRLSTTECV
DAGGESHANNTKWKKDACTICECK
DGQVTCFVEACPPATCAVPVNIPGA
CCPVCLQKRAEEKP




