}Jl;l iprotKB Entry name organism full name |oglcnacscore |oglcnac sites gil:::phorylatmn PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion ::gzsll:;ml
Q92750 TAF4B_HUMAN |Homo Transcription |34.586645 'T46;T187;T191;T209;S379;S383;T3 |S595 35289036;34019948;28657654;332 [MPAGLTEPAGAAPPAAVSASGTVTM ([True False 1.453 |4.626 |False False
sapiens [initiation 90;5440;T444;S489;T502;T553;T56 14551;30059200;39531497;200682 |APAGALPVRVESTPVALGAVTKAPVS
factor TFIID 1;T570;S571 30;40596516;29351928;35254053 [VCVEPTASQPLRSPVGTLVTKVAPVS
subunit 4B IAPPKVSSGPRLPAPQIVAVKAPNTTTI

QFPANLQLPPGTVLIKSNSGPLMLVS
PQQTVTRAETTSNITSRPAVPANPQT
IVKICTVPNSSSQLIKKVAVTPVKKLA
QIGTTVVTTVPKPSSVQSVAVPTSVV
TVTPGKPLNTVTTLKPSSLGASSTPS
NEPNLKAENSAAVQINLSPTMLENV
KKCKNFLAMLIKLACSGSQSPEMGQ
NVKKLVEQLLDAKIEAEEFTRKLYVE
LKSSPQPHLVPFLKKSVVALRQLLPN
SQSFIQQCVQQTSSDMVIATCTTTVT
TSPVVTTTVSSSQSEKSIIVSGATAPR
TVSVQTLNPLAGPVGAKAGVVTLHS
VGPTAATGGTTAGTGLLQTSKPLVTS
IVANTVTTVSLQPEKPVVSGTAVTLSL
PAVTFGETSGAAICLPSVKPVVSSAG
TTSDKPVIGTPVQIKLAQPGPVLSQP
IAGIPQAVQVKQLVVQQPSGGNEKQV
TTISHSSTLTIQKCGQKTMPVNTIIPT
SQFPPASILKQITLPGNKILSLQASPT
QKNRIKENVTSCFRDEDDINDVTSM
IAGVNLNEENACILATNSELVGTLIQS
CKDEPFLFIGALQKRILDIGKKHDITE
LNSDAVNLISQATQERLRGLLEKLTA
IAQHRMTTYKASENYILCSDTRSQLK
FLEKLDQLEKQRKDLEEREMLLKAA
KSRSNKEDPEQLRLKQKAKELQQLE
LAQIQHRDANLTALAAIGPRKKRPLE
SGIEGLKDNLLASGTSSLTATKQLHR
PRITRICLRDLIFCMEQEREMKYSRA
LYLALLK




