UniprotkB Entry name organism [full name |oglcnacscore oplcnac ‘p‘h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion ent'loplasmlc golgi plasma extl."acellular
ID sites sites reticulum apparatus membrane [region
Q92819 HYAS2 HUMAN Homo Hyaluronan|25.149824 S180;5221|T110;T328 30379171;22887999 MHCERFLCILRIIGTTLFGVSLLLGIT |False True 1.843 |2.455 1.862 5.0 5.0 5.0 5.0

sapiens

synthase 2

IAAYIVGYQFIQTDNYYFSFGLYGAFL
IASHLIIQSLFAFLEHRKMKKSLETPI
KLNKTVALCIAAYQEDPDYLRKCLQS
IVKRLTYPGIKVVMVIDGNSEDDLYM
MDIFSEVMGRDKSATYIWKNNFHE
KGPGETDESHKESSQHVTQLVLSNK
SICIMQKWGGKREVMYTAFRALGRS
IVDYVQVCDSDTMLDPASSVEMVKVL
EEDPMVGGVGGDVQILNKYDSWISF
LSSVRYWMAFNIERACQSYFGCVQC
ISGPLGMYRNSLLHEFVEDWYNQEF
MGNQCSFGDDRHLTNRVLSLGYAT
KYTARSKCLTETPIEYLRWLNQQTR
IWSKSYFREWLYNAMWFHKHHLWM
TYEAIITGFFPFFLIATVIQLFYRGKIW
NILLFLLTVQLVGLIKSSFASCLRGNI
IVMVFMSLYSVLYMSSLLPAKMFAIA
TINKAGWGTSGRKTIVVNFIGLIPVS
IVWFTILLGGVIFTIYKESKRPFSESKQ
TVLIVGTLLYACYWVMLLTLYVVLIN

KCGRRKKGQQYDMVLDV




