UniprotKB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane |region
Q92832 NELL1 HUMAN [Homo Protein |17.826004 NaN NaN 38665916 MPMDLILVVWFCVCTARTVVGFGM |None None None |None None None None None None
sapiens kinase DPDLQMDIVTELDLVNTTLGVAQVS

C- GMHNASKAFLFQDIEREIHAAPHVS

binding EKLIQLFRNKSEFTILATVQQKPSTS

protein GVILSIRELEHSYFELESSGLRDEIRY

NELL1 HYIHNGKPRTEALPYRMADGQWHK

'VALSVSASHLLLHVDCNRIYERVIDP
PDTNLPPGINLWLGQRNQKHGLFK
GIIQDGKIIFMPNGYITQCPNLNHTC
PTCSDFLSLVQGIMDLQELLAKMTA
KLNYAETRLSQLENCHCEKTCQVSG
LLYRDQDSWVDGDHCRNCTCKSGA
VECRRMSCPPLNCSPDSLPVHIAGQ
CCKVCRPKCIYGGKVLAEGQRILTKS
CRECRGGVLVKITEMCPPLNCSEKD
HILPENQCCRVCRGHNFCAEGPKC
GENSECKNWNTKATCECKSGYISVQ
GDSAYCEDIDECAAKMHYCHANTV
CVNLPGLYRCDCVPGYIRVDDFSCT
EHDECGSGQHNCDENAICTNTVQG
HSCTCKPGYVGNGTICRAFCEEGCR
YGGTCVAPNKCVCPSGFTGSHCEKD
IDECSEGIIECHNHSRCVNLPGWYH
CECRSGFHDDGTYSLSGESCIDIDEC
ALRTHTCWNDSACINLAGGFDCLCP
SGPSCSGDCPHEGGLKHNGQVWTL
KEDRCSVCSCKDGKIFCRRTACDCQ
NPSADLFCCPECDTRVTSQCLDQNG
HKLYRSGDNWTHSCQQCRCLEGEV
DCWPLTCPNLSCEYTAILEGECCPR
CVSDPCLADNITYDIRKTCLDSYGVS
RLSGSVWTMAGSPCTTCKCKNGRV
CCSVDFECLQNN




