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Phosphatidylinositol
3,4,5-trisphosphate
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MVPCWNHGNITRSKAEELLSRTGK
DGSFLVRASESISRAYALCVLYRNCV
YTYRILPNEDDKFTVQASEGVSMRF
FTKLDQLIEFYKKENMGLVTHLQYP
IVPLEEEDTGDDPEEDTVESVVSPPEL
PPRNIPLTASSCEAKEVPFSNENPRA
TETSRPSLSETLFQRLQSMDTSGLPE
EHLKAIQDYLSTQLAQDSEFVKTGSS
SLPHLKKLTTLLCKELYGEVIRTLPSL
ESLQRLFDQQLSPGLRPRPQVPGEA
NPINMVSKLSQLTSLLSSIEDKVKAL
LHEGPESPHRPSLIPPVTFEVKAESL
GIPQKMQLKVDVESGKLIIKKSKDGS
EDKFYSHKKILQLIKSQKFLNKLVIL
IVETEKEKILRKEYVFADSKKREGFCQ
LLQQMKNKHSEQPEPDMITIFIGTW
NMGNAPPPKKITSWFLSKGQGKTR
DDSADYIPHDIYVIGTQEDPLSEKEW
LEILKHSLQEITSVTFKTVAIHTLWNI
RIVVLAKPEHENRISHICTDNVKTGI
IANTLGNKGAVGVSFMFNGTSLGFV
INSHLTSGSEKKLRRNQNYMNILRFL
IALGDKKLSPFNITHRFTHLFWFGDL
NYRVDLPTWEAETIIQKIKQQQYADL
LSHDQLLTERREQKVFLHFEEEEITF
IAPTYRFERLTRDKYAYTKQKATGMK
[YNLPSWCDRVLWKSYPLVHVVCQSY
GSTSDIMTSDHSPVFATFEAGVTSQ
FVSKNGPGTVDSQGQIEFLRCYATL
KTKSQTKFYLEFHSSCLESFVKSQE
GENEEGSEGELVVKFGETLPKLKPII
SDPEYLLDQHILISIKSSDSDESYGEG
CIALRLEATETQLPIYTPLTHHGELT
GHFQGEIKLQTSQGKTREKLYDFVK
TERDESSGPKTLKSLTSHDPMKQWE
IVTSRAPPCSGSSITEIINPNYMGVGP
FGPPMPLHVKQTLSPDQQPTAWSYD
QPPKDSPLGPCRGESPPTPPGQPPIS
PKKFLPSTANRGLPPRTQESRPSDLG
KNAGDTLPQEDLPLTKPEMFENPLY
GSLSSFPKPAPRKDQESPKMPRKEP
PPCPEPGILSPSIVLTKAQEADRGEG
PGKQVPAPRLRSFTCSSSAEGRAAG
GDKSQGKPKTPVSSQAPVPAKRPIKP
SRSEINQQTPPTPTPRPPLPVKSPAV
LHLQHSKGRDYRDNTELPHHGKHR
PEEGPPGPLGRTAMQ

True

False

4.728

2.956

2.153




