UniprotKB Entry name organism full name |oglcnacscore oglcnac L rylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma exti
ID sites sites reticulum |apparatus membrane reg
Q92882 OSTF1_HUMAN |Homo Osteoclast- |23.454516 NaN T200;S202;S213 |33214551;39894887;40914422;340 |MSKPPPKPVKPGQVKVFRALYTFEP (False False 3.973 [2.316 [2.704 1.301 1.402 1.833 3.7(
sapiens stimulating 19948;28510447 RTPDELYFEEGDIIYITDMSDTNWW
factor 1

KGTSKGRTGLIPSNYVAEQAESIDNP
LHEAAKRGNLSWLRECLDNRVGVN
GLDKAGSTALYWACHGGHKDIVEM
LFTQPNIELNQQNKLGDTALHAAAW
KGYADIVQLLLAKGARTDLRNIEKKL
AFDMATNAACASLLKKKQGTDAVRT
LSNAEDYLDDEDSD




