UniprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion | .. ic|golgi plasma'
ID name sites reticulum apparatus | membr;
Q92896 GSLG1_HUMAN [Homo Golgi 22.199604 'T221;T788;5995(|5961;S1201;S1190(40307207;37340703;40596516;386 |MAACGRVRRMFRLSAALHLLLLFAA |False True 1.356 (1.698 [1.525 1.691 4.711 4.471
sapiens |apparatus 65916;34725712;40914422;352890 |GAEKLPGQGVHSQGQGPGANFVSF
protein 1 36 'VGQAGGGGPAGQQLPQLPQSSQLQ

QQQQQQQQQQQPQPPQPPFPAGGP
PARRGGAGAGGGWKLAEEESCRED
VTRVCPKHTWSNNLAVLECLQDVR
EPENEISSDCNHLLWNYKLNLTTDP
KFESVAREVCKSTITEIKECADEPVG
KGYMVSCLVDHRGNITEYQCHQYIT
KMTAIIFSDYRLICGFMDDCKNDINI
LKCGSIRLGEKDAHSQGEVVSCLEK
GLVKEAEEREPKIQVSELCKKAILRV
AELSSDDFHLDRHLYFACRDDRERF
CENTQAGEGRVYKCLFNHKFEESM
SEKCREALTTRQKLIAQDYKVSYSLA
KSCKSDLKKYRCNVENLPRSREARL
SYLLMCLESAVHRGRQVSSECQGE
MLDYRRMLMEDFSLSPEIILSCRGEI
EHHCSGLHRKGRTLHCLMKVVRGE
KGNLGMNCQQALQTLIQETDPGAD
YRIDRALNEACESVIQTACKHIRSGD
PMILSCLMEHLYTEKMVEDCEHRLL
ELQYFISRDWKLDPVLYRKCQGDAS
RLCHTHGWNETSEFMPQGAVFSCL
'YRHAYRTEEQGRRLSRECRAEVQRI
LHQRAMDVKLDPALQDKCLIDLGK
WCSEKTETGQELECLQDHLDDLVV
ECRDIVGNLTELESEDIQIEALLMRA
CEPIIQNFCHDVADNQIDSGDLMEC
LIQNKHQKDMNEKCAIGVTHFQLV
QMKDFRFSYKFKMACKEDVLKLCP
NIKKKVDVVICLSTTVRNDTLQEAKE
HRVSLKCRRQLRVEELEMTEDIRLE
PDLYEACKSDIKNFCSAVQYGNAQII
ECLKENKKQLSTRCHQKVFKLQETE
MMDPELDYTLMRVCKQMIKRFCPE
ADSKTMLQCLKQNKNSELMDPKCK
QMITKRQITQNTDYRLNPMLRKACK
ADIPKFCHGILTKAKDDSELEGQVIS
CLKLRYADQRLSSDCEDQIRIIIQESA
LDYRLDPQLQLHCSDEISSLCAEEAA
AQEQTGQVEECLKVNLLKIKTELCK
KEVLNMLKESKADIFVDPVLHTACA
LDIKHHCAAITPGRGRQMSCLMEAL
EDKRVRLQPECKKRLNDRIEMWSYA
AKVAPADGFSDLAMQVMTSPSKNYI
LSVISGSICILFLIGLMCGRITKRVTR
ELKDR




