}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
Q92905 CSN5_HUMAN [Homo COP9 25.277968 NaN NaN 23301498;38665916;38385070;409 [MAASGSGMAQKTWELANNMQEAQ ([True False 5.0 5.0 2.036 1.942 1.454 1.985 1.9¢
sapiens  [signalosome 14422;29485866;34019948 SIDEIYKYDKKQQQEILAAKPWTKDH
complex HYFKYCKISALALLKMVMHARSGGN
subunit 5

LEVMGLMLGKVDGETMIIMDSFALP
VEGTETRVNAQAAAYEYMAAYIENA
KQVGRLENAIGWYHSHPGYGCWLS
GIDVSTQMLNQQFQEPFVAVVIDPT
RTISAGKVNLGAFRTYPKGYKPPDEG
PSEYQTIPLNKIEDFGVHCKQYYALE
VSYFKSSLDRKLLELLWNKYWVNTL
SSSSLLTNADYTTGQVFDLSEKLEQS
EAQLGRGSFMLGLETHDRKSEDKLA
KATRDSCKTTIEAIHGLMSQVIKDKL
FNQINIS




