
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q92925 SMRD2_HUMAN Homo
sapiens

SWI/SNF-
related
matrix-
associated
actin-
dependent
regulator
of
chromatin
subfamily
D	member
2

20.293883 T299 S203;T217 33214551;37217939;40596516;409
14422;34019948;29351928

MSGRGAGGFPLPPLSPGGGAVAAAL
GAPPPPAGPGMLPGPALRGPGPAGG
VGGPGAAAFRPMGPAGPAAQYQRPG
MSPGNRMPMAGLQVGPPAGSPFGA
AAPLRPGMPPTMMDPFRKRLLVPQ
AQPPMPAQRRGLKRRKMADKVLPQ
RIRELVPESQAYMDLLAFERKLDQTI
ARKRMEIQEAIKKPLTQKRKLRIYIS
NTFSPSKAEGDSAGTAGTPGGTPAG
DKVASWELRVEGKLLDDPSKQKRKF
SSFFKSLVIELDKELYGPDNHLVEW
HRMPTTQETDGFQVKRPGDLNVKC
TLLLMLDHQPPQYKLDPRLARLLGV
HTQTRAAIMQALWLYIKHNQLQDG
HEREYINCNRYFRQIFSCGRLRFSEI
PMKLAGLLQHPDPIVINHVISVDPND
QKKTACYDIDVEVDDPLKAQMSNFL
ASTTNQQEIASLDVKIHETIESINQLK
TQRDFMLSFSTDPQDFIQEWLRSQR
RDLKIITDVIGNPEEERRAAFYHQPW
AQEAVGRHIFAKVQQRRQELEQVLG
IRLT

True False 1.893 5.0 1.323 0.766 1.207 0.984 0.951


