
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q92973 TNPO1_HUMAN Homo
sapiens

Transportin-
1

21.740381 T7 NaN 23301498;33214551;22121020;405
96516;26853435;38665916;347257
12;32119511;40914422;35083852;3
4019948;35138101;33465208

MVWDRQTKMEYEWKPDEQGLQQIL
QLLKESQSPDTTIQRTVQQKLEQLN
QYPDFNNYLIFVLTKLKSEDEPTRSL
SGLILKNNVKAHFQNFPNGVTDFIK
SECLNNIGDSSPLIRATVGILITTIASK
GELQNWPDLLPKLCSLLDSEDYNTC
EGAFGALQKICEDSAEILDSDVLDRP
LNIMIPKFLQFFKHSSPKIRSHAVAC
VNQFIISRTQALMLHIDSFIENLFAL
AGDEEPEVRKNVCRALVMLLEVRM
DRLLPHMHNIVEYMLQRTQDQDEN
VALEACEFWLTLAEQPICKDVLVRH
LPKLIPVLVNGMKYSDIDIILLKGDVE
EDETIPDSEQDIRPRFHRSRTVAQQ
HDEDGIEEEDDDDDEIDDDDTISDW
NLRKCSAAALDVLANVYRDELLPHIL
PLLKELLFHHEWVVKESGILVLGAIA
EGCMQGMIPYLPELIPHLIQCLSDKK
ALVRSITCWTLSRYAHWVVSQPPDT
YLKPLMTELLKRILDSNKRVQEAACS
AFATLEEEACTELVPYLAYILDTLVFA
FSKYQHKNLLILYDAIGTLADSVGHH
LNKPEYIQMLMPPLIQKWNMLKDE
DKDLFPLLECLSSVATALQSGFLPYC
EPVYQRCVNLVQKTLAQAMLNNAQ
PDQYEAPDKDFMIVALDLLSGLAEG
LGGNIEQLVARSNILTLMYQCMQDK
MPEVRQSSFALLGDLTKACFQHVKP
CIADFMPILGTNLNPEFISVCNNAT
WAIGEISIQMGIEMQPYIPMVLHQLV
EIINRPNTPKTLLENTAITIGRLGYVC
PQEVAPMLQQFIRPWCTSLRNIRDN
EEKDSAFRGICTMISVNPSGVIQDFI
FFCDAVASWINPKDDLRDMFCKILH
GFKNQVGDENWRRFSDQFPLPLKE
RLAAFYGV

True False 4.82 5.0 1.815 1.455 1.309 1.624 4.274


