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}Jl;l iprotKB Entry name |organism full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion N golgi .
reticulum |appar:
Q92997 DVL3_HUMAN Homo Segment |21.880668 'T156;T161;S636;S639|S48;5S125;5192;T346;S697;5700|30379171;38253038;29351928 MGETKIIYHLDGQETPYLVKLPLPAE (True False 4.724 [3.696  [1.347 1.387 0.991
sapiens  [polarity RVITLADFKGVLQRPSYKFFFKSMDD
protein DFGVVKEEISDDNAKLPCFNGRVVS
dishevelled WLVSAEGSHPDPAPFCADNPSELPP
homolog PMERTGGIGDSRPPSFHPHAGGGSQ
DVL-3 I[ENLDNDTETDSLVSAQRERPRRRDG

PEHATRLNGTAKGERRREPGGYDSS
STLMSSELETTSFFDSDEDDSTSRFS
SSTEQSSASRLMRRHKRRRRKQKVS
RIERSSSFSSITDSTMSLNIITVTLNM
EKYNFLGISIVGQSNERGDGGIYIGSI
MKGGAVAADGRIEPGDMLLQVNEI
NFENMSNDDAVRVLREIVHKPGPIT
LTVAKCWDPSPRGCFTLPRSEPIRPI
IDPAAWVSHTAAMTGTFPAYGMSPS
LSTITSTSSSITSSIPDTERLDDFHLSI
IHSDMAAIVKAMASPESGLEVRDRM
IWLKITIPNAFIGSDVVDWLYHNVEG
FTDRREARKYASNLLKAGFIRHTVN
KITFSEQCYYIFGDLCGNMANLSLH
IDHDGSSGASDQDTLAPLPHPGAAP
WPMAFPYQYPPPPHPYNPHPGFPEL
IGYSYGGGSASSQHSEGSRSSGSNRS
.GSDRRKEKDPKAGDSKSGGSGSESD
IHTTRSSLRGPRERAPSERSGPAASE
HSHRSHHSLASSLRSHHTHPSYGPP
.GVPPLYGPPMLMMPPPPAAMGPPG
IAPPGRDLASVPPELTASRQSFRMAM
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